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gaaaaggcca
gaagaaatgyg
accagactat
cagtcecgaga
wagottgecy
tgga ggat
raa g
ggee
gaggacao
acattottt
aattatctuc
aaaattacaa
aacatggcac
tatgatagty
aaggcatgoy
gctecaatbtyg
tgcagagcca
totbgtgoay
YAGgIasyyT
aatgacaccy
qdaCCdeFa

e m @ Q

;CCCt
Qs

thaqqutg&
gagagtatga
gagaacaaat
attygggaagy
ceacaactag

SEQ ID NO:
agoega
coags
ddgacagdaa
ggc\dga cgga
ctgecagaay
getotecttyg
gttgttcage
ctaaatagsa
aatggectoa
traatgaaca
gacaatatga
aacasaagyga
agagggaage

ag
acs

cagraataty
agcaagucyga
ttgaaataat
acactacagy
gattcatcga

aattaa

ataaa
ccaca arggb

Lgaacse
gutetoagey
gLeatgsagy
g gatggaagya
tgtbcatggaa
agactasaaa
cagaaaagyt
atgaascaga
aactgacaga
aacacatbyge
cagaatacat
caatggatga
cas

aatgogyan

ttgaagctga
cagasacaty
tctgcaggac
aaggattbtte
tggaacctgy
atgatcoccty
gttagtbgtyg

aot

2
ggcaaaccat
. atgotataag
caggatacac
caacaaacac
acaatgaace
aggaa
aaacacgagt ¢
accaacotyge
cgygecaatga
qagaajaaat

ctaagaaaat
gttatctaat
tazaaacggag

Lococea
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caaaatggasa
aacaatgaas
cacteactiyg
gtcaataatc
cyagggasyga
ggctgagaaa
aattggagtsa
atctgagsaa
agactacact
acaagaasatyg
gacaattgaa
cocgocgaac
cggetacatt
ttttttgaaa
Jtecaaatne
agagggaata
acocaatgtt
geaagtactg
tatgaagaaa
agactttgac
attqaq”fcq
aagcatgdga
aatgaaggga
tttrocaatta
ctbygtatggt
ctttgtgage
gLActgrgt?
gquocatgtto
syngatgagy
tc:“ctgtc
cecattgga
tattagca
agutgaatca
gacctttgat
ggttbtgett
geagtgotac

o0 1 ﬂlu

m P

thgaatggat
cacaacttte
catggatact
cgaaactgga
aaﬁtgq*taf
c.tggbat
aagety
caacayca
gtctq*daqg
ggggatcaca
gataacacag
tagageattyg a
agcaattgea

i

Sheet 2

gtagaacttyg
gatcgoacaa
ccaaagttto
acaaggagayg
acacacateg
ctoegatgaay
gocagoagag
gaaaggtt

ttCtC”ﬂgCG
gaygggcaage
acaacaccan
ctgctgatyyg
cegotatatyg
gttaaaccac
geagaactyge
acaagteage
gactgtaaay
cttgeaaghtt
Y atagagotog
aggaattatt
gigtacatca
attocaatga
ttcatcataa
atgogagtitt
cttgagatay
titgtatgtga g
cgttgoctco
azagagaay
gagtcoeeca
aagbcggtat
agaaaactge
cttgggggge
aatgetteott
tatttgetat

ghcaateaga

cottatacty
ghcaacagga
geacogoaac
goocaaasagy
thtgaaaact
acacaaggee
ttggcecaaca
cteatagact
actcattttce
agaacaatyy

accctgaaca
accoccaggga

FIGURE 2
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gacastgett
agygacctgaa
teatogtatto
gtgatccaaa
tygectggac
caccagatot
aagttcacat
acatttbote
azagcaggge
goctetggga
azatcacagy
ttgaaaatit
tgtectcaaat
gacoacttayg
atgoecttaaa
atgcaatcaa
acgaaa.ggu
tanaghgggc
atgtaggtyga
ggattoagaa
atgagattygy
tcacatcaga
atactgoctt
taagcaagtg

tbcﬂgthapt
acatgaccaa
aaggagtgga
teaacagett
ttottatogt
tatatgaage
ggttcaacte
ceatactgtc

tactttt
gagaccctee
cacatcagta
teaaccocgat
attgtgtatt
cgtgtactga
gacagacota
caatagaaygt
tocttaagga
agagaaagay
gtaaaaagaa
camtgaccaa
tgcasataag
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agtagtaaac
gtatgattac
atactatoty
ghtteactggy
taggatcaaa
Lrtoocttiogt
aacaatgege
tagagoctatc
gtocaaagas

acttocgaat

attaagratt
atgeatgaga
aataaatcca
gaatgagyay
acttogtgay
tttgaagcaa
tgagtttaac
agaagatgty
ggtgtcteac
gottaatgea
tagaactaag
ccacttaagy
cocaagactt
tatsagaagt
2accteaaas
tcaacaaatt
agagttetth
ggaaagtLec
gtatgcatct
tcaggctctt
aattgaggag
cttecttaca
caaaaaagta

cttaaaagtg
ttacagocat
toagaaasy
tgatgggoeca
ggaggegaty
aacgatggag
tgactggact
gttcagatca
tgtaatggag
acgggtgays
""aqaqavtq
agatgotyay
ggggttigta
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tactibgity
gttggaggea
cotcaggaca
cagaatocte
trteagasatyg
aaaggygtata
ctagcaages

goggtgtety
aatatgataa
aaagattacs
rcatt
Jacggaggee
tgggaattga
agccataaag
arasacatyg
tocatotbga
tgcaatitat
agtatggbygy
ggaaggataa

tgaaa

coaaaasto
cotgtecatt
gwagatﬂt"”
gogagceoa
gaac ccagy
gtoognaaas
tCGbaftfga

atgatgaby
cagcag

Dec. 24, 2019

agacactygge aaggagtata
atgagaagaa agcaaagttg
cogascttte ttteaceate
ggatgtittt ggocatgate
ttotaagtar tgetocasat
tygtttgagay caagagtaty
togattbgaa atatttceaat
taatagagygy gactgeatca
geactgtatlt aggegtetec
rctyggtgage tggtettcaa
atgaagggat toaagoogga
atatgageaa gaaaaagtbot
totatogtts tgggbttgtt
ggatcaacga gtcagoggac
acaatgatcl tggtocagea
gogtacacgta ccecgatgecat
taaagaaact gtgggagoaa
caaatttata caacattaga
tggatgaggs tlaccawgyy
aaattgsate astgaacaat
agtatgatye tgttgoaaca
atacaagliosa aagagygadgia
ttgaasaatt chbtcoocage
aggctatggt ticoagages
agaaagaaga gttoactgag
apaaatagty aattitagett
3
ggtcaatibat atbtcaatatyg
gaeaccoygaga gatactoaca
catcaggaay a gagaay
atccaattac agcagacasay
aaactitaty gagtazaatg
ctotgacaty gtggastagy
acsaaactta tittgaaaga
ttagasaccsa agtcasaata
gtgeeaagga ggcacaggat
ggatactasc atoggaatcg
attgcaaaalt ttctecctityg
agagatioct cocagtygget
ctecaaggaac atgctgyggaa
titgatcaaayg cttgattatt
atceactage atotitattyg
tagasataet taggcagaac
tggJanGd' aattagotca
gatcatcagt caagagagay
ﬂag*guatga gggatatgaa
gaaaagcaac caggagabhg
Y cogaagoast aattgtgacce
gaggtgatct gaatttogte
taagacattt tocagaaggat
y acsatgigat gggaatgatt
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tgtyagaaac
gcaa?tgf*g

tggagats
acatatatgd
atgttoteaa
asacttagas
gatteaacaa
ttgagoootyg
atcctgaate
toctetgacy
ghogacaggt
racataaaca
gocaastttoea
atgagtattg
acagorcasa
ataggtgacs
aceggtbova
astotocaca
cothtatgea
geagtgatyga
acasactoct
ctitgaggaty
agttcataca
cgaattgaty
atcatgaaga
gteeticaty

gaaaygaataa
aaaaceasd
gaccoagean
aggataacygy
aatgatgoeyg
aatoggaccaa
glogaaaygye
cgteggagag
taatcatad
caactascga
atagrt“cai
gghbggaacea
cagatgtata
gotgotagua
gagatqgtygoec
ceaatagan
toottoeaght
gaagagytge
gagttoacaa
atbtcagotga
atggtarttt
aatagggoga
gogasagrye
gagatatigs ¢

araccaaaby
ceagazatea
acaaaa?ogﬂ
ctoanatac
gaaagaagat
gaatgatgat
ttyggacaaas
atttbgetel
trrategaac
gaacaggtac
goatggageb
gagtbactgt
tggoocttos
cacaaataca
aagotgyact
ttootgaagt
acccactgaa
tgeoeageacsa
qqatccccaa

aagaactacyg
tggaccatat
tiaggatgaa
aaatgatiog
gatcagaccy
taacasatac
taaagcatyy
ttgacataaa
aagttgliitt
taaccaaaga
acatgttgoa
gragtgtgta
ctocagygagy
acatagtyayg
acagoacaca
agcaagccgc
pgtggatt
tacgggceaa
gottygygay
agtgagtyy
cacaagagga
atcaacgatt
trbttcaaas
cgacatgans

FIGURE 2 (CONTINUED)
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agygLtgoea
gatgaccaat
gaacygsaaat
goocgratgy
gagactyggoa
Lgcagaaaty
tgaasaaatc

catcaaaasc
ghtgtteate
aaccogaaga
gotggtetee
crtgootaaas

tocagod
gada”cqa
caas

aaatctaaty
gyccataate
atggatgaty

agttcatvat
aaccLitgge

cutgghcaL
cootaacgaa
gaagaasgaa
gagagaacty
cattgaagty
gyaaglgagy
aagagetges
gattggtyga
ggatatatge
cacatttaay
tcticaaaca
aATAYCAHIS,
gagagacgaa
ttgtatgata
gaatcotaty
trggggagtt
tocaageato
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gagatygtcaa
gagagoygtay
crtantgteta
tocategtoas
tggatcatca
tacaatazaa
racagogogt
accgoacaga
caghtoteet
aattotocty
gatggeactt

agyygatton
gaactgagca
gtgttggtaa
aaaagaatic
-

“
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o
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jui}

jol]
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jul
[n @R o]
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agagaactca
gutgacgaty
geaacttate
ctgatygecasy

choaaaggya
cggaacecag

tyagaggyt
gecagtggyt
ctgetbteaan
agtca&ctgg
theatcaaag
gcttccaatg
tggygcecataa
atcagcatac

atggcageat
aggatgatyy

ctotogygacg
cottattooh

iQ
ot
N
o
[¢]
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Q
ot
Q

actygoay
guacass
caasgaaatc
caacagygatyg

I8}
R

&
G}
fte
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tgagaggagl
tygytgageat
cogayggaggt
tgatgtggya
gaaactggysa
tggaattiga
ttgtaagaac
taataaaact
catttactgt
tattwaacta

4

gogtagatas
cttacgaaca
toggasaaant
tcagtgatta
ctgcttttga
ctaagaaass
tcckttatga

casy

oaac Lot

agagers
gt

gtqaadﬂf
aatbbcaaac
ggaatgotga
cggttgotea
acgacttiga
acagecaaygt

tcaatgggaa
aaagtgcaag
aaaaggcags
teggagacaa

d

i

gztagatatt
ol qtﬁagqcc
aacaccgato
actaagygya
cgltagasget

goagttaaan
tcactcagtt
ggggctgtyga
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tetgthocaa
tetteooetite
gaatgtgagy
Laacaagycs
cocagatygss
cafagasgad
agJagagasy

acgggacst ot
caattagtygl
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tcactcacty
gatggagact
gattggtgga
tgagggacyy
cgaRAGEaAga
Lggaggacast
casagaayga
tetgacteac
agetotitgtt
ccctaggamg
acgaaaaaca
tgeigeacaa
gttogaagat
caagtootge
sferstoTvinle £}
ragoeeta
ceathet
coaaga
gactatguas
LUgaAgyanac &
ctcagtacay
tacagagggy
accagaagat
gageecgate
tgeagsggay

aa
gbao
ange
goteo

gaaagatgag
toaaage
gg@- f ¥t

acaatyyuty
ttgagaatoe
cagggaacay
cotgaatcay
attcagtagt
tetttagtac
caaatygagoy
geagecgeha
ggatcaggaa
acgaagagans
ggcacagc?q
aagagata
gctaaugwgc
ageatactta
cgaatagttt

agtgacatca
gatguagaad
attggacgat
ttgatocaaa
aataaatacc
atatacagga
ataaggcygaa

L tggagocy
atgatcaaac
agaattgstt
aaagcaatga
cboactinte
chgootgoect
tactctetay
abtcagaccaa
goageattty
gggyaagottt
teaagtacac
accastcaac
agaaatctec
agaacatctyg a
gtagtetttee
ghgeettoct
tacgacaatt

tgtyttecacy
tgocottant
gotcasgagy
tgeactigee
ggcatttgge
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tagatgayta
gogascaadcy
agaaactgac
tgttggtcaa
cocagaacea
ctaaggocat
atgtgettgy
CAaccaaages
tgagaatact
teacagttet
gaghtggagtc
g ggocagoact
taattgggea
atgacagees
aaasac

aaatcatgge
coagaatgo
totacatoca
acagocttaac
togaagaaca
gagtaaacgy
Lotggogooa
ggeattacasa
tggatoocay
caggkgotge
gtgoggatcas
atgaaagaat
Ltggatcazagh
tagcacggtc
grgtgtatgy
Leggaataga
atgagaatoc
aagatotaayg
ccactagagy
trtgaachtgay
agagggoeate

cttttgacay
atgaqaac

gaggtcgsas
cagagacttyg
ctaaagacas
cteascgtyge
gagaacyygy
gagataacat
agttgtatgy

tqg a“gtg

FIGURE 2 (CONTINUED)
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ctocageacy
aggaaatgta
aataacttac
f‘acctat:'*awz

t G ggﬂcad
gacattigat
aagbtagaaty
tgtaagygyyc
cggaaaggat
cgobtgttaotyg
aageatoaat

aggagacgty
gacagogace
ctgtttotac

gtoctgaaggo
aactgaaatc
tghgoaco

aatagagaga
beccaghbgey
aaagtggaty
agcthaataat
tttgaatgat
gatgtgotot
agroagagya
tgatocggaac
gtgcaacatt
gagagagago
Lgcactcats
accbtgaogta
ceottheaga
agoscacaay
agtattaage
agttoaaatt
aageaggtac
tgoggyccaa
aacaaccatt
cgaaatoata
agtctbcgao
taatgaagyga
aceocthgrtt

aat

cgrtacgtact
aagatgtcett
gaccaatceot
ceagtgagoeg
abtccasataa
Locatgyggye
gocteatata

caacctgtga
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1ca~awtgﬁt
aabtcagaca

ggctggatcg
ggtycangey
tottettgaa
qtqd“"ctct

cttchawgﬂm
ctgtggatge
ttatacst

SEQ ID NO:
agoaaaagea
abtgotttet
““G*?gapb
tggacsa
aatoog
a\«&ug fol)
caggoeae
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adgagwg
aggatgte
ttcgagtc !

cLocactyad
gaaataagat
gagcaaataa
astrbtobogt

FTSJ)
0

SEQ ID NO:
agcaaaagoa

h-a

gattogasat
cagcatgetbo
aggagggote
tLbgtactglby
atgaaaa
cagcagaaag
taaaacoeyy
crttogeact
agtgtaacas
atatacacce
tggttacagy
coggttttat
agaatgaaca
goattacaas
gtaaagsatt
gattictgya
ctetggattt

atge
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gactoocoags
gagaacagaa
agtygagoaay
atgagaacca
aatttgoagy
cactatibgoc
tttitteaaa
aggaghgoea
tgacgatggh
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guggassatsa
agctocagat
tgacacagta
SEACHATTUE
catc
gt
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attteccocaas
ceatgagggy
atacccaaag
gggtathcat
trtatgtotot
acccaaagta
agacacaalts
gagtagagyc
Jaagtgtoas
aglcacaata ¢
actasggaac a
tgaaggggya
gggatcagge
caaggtgasc
caacaaabta
cattbggaca
coatgactoa

FIGURE 2 (CONTINUED)

atcggtetea
tggtitbtage
cagcagagyc
ttgggactca
coetatoagaa
gc&aatatc
tgeatttac
aagtotaty
catbttt tgtc:a

aacataatyy
cgcaaacgay
gatocagaaat

cgtgotygan
atgaccatgy
toaagggact
2 AbGgACCagy
. gaccgyetgy
gaaatticac
ggagbcotaea
cagagattcy
asacygagaas
agaagtgaga
agoettacsat
trtagtactaa

AXRACAATCE
FCBYACACHA
ctogagaaga
aaactatgta
tggotottygy
gtagaaacac
gageLgaggy
gaasagetoat
aaaagcagltc
ctoasasats
caccogeocta
tagtgacto
agagatcaayg <
atatttygagy
tttgggtecy
acacccctag
Jgagagtyc
attocgtocs
Lggactggas
tatgcagegyg
antgttatog
yasaARAYGa
tataatgeayg
astytgaaga
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taggraaatyg ¢
cageactaca
catggaggtt
tectagoetoe
acgaatlgggy
ttgygatett
o gtogotttaa 8
. gygaagaata
catagaget

atccaaacac
thgcagacca
cootaagagy
agcagatagt
cototgtaas
gotooatgot
cgatcatgga
aqactctaat

ttggaga,g
tggegggaac
cacaaactga
ctattgotty
asaasaccct

agatgaagye
tatgtatagy
atgtgacagt
gattaaaagy
gagacocaga
caaactetga
agoaattgay
gUCCCRICCH
tttacagaaa
cttatgtyasa
acagtaagga
caaattataa

toggagygat
caaatggaaa

geatcateac

&tdeddd g
agsaaatgsa
tggaaaatit
aattgttagte
atctgtatga

Lgacaacas
ctaaggcta
gotagtcagy
agtgetyggte
gtgeagatge
geacttygacsa
Cygacty
g?aagcaa
gygagtaaaas
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tgtygtcaage
agaactagge
saguggeagn
guagoggatt
tgogtogegt
catacccaay
Laagaac

attgctaagy
tottoccagga

abo

aaacctacty
ctaccatgey
gacacactat
aatagoossa
atgogacoca
gaatggaata
cteoagtgtsa
CRACHCAZHT

ctttgctatgy
CABRBRATYY
'Caacagaat
caggagattt
gaasctattac
totaatagea

\J
_; It

caggagtgec
aggtoctattt
atggtatggt
cacacaaaal
cattcaattg
aaataaaaaa
rotactggaa
gasagtaaas
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ageaaal
crawavaaar
tgaaaaatyga
aacggttoasa
ttgtyggattc
aaaggaygyygc
cageagagty
acti

tttecaggtay
gatgecocalt
actoraegghe
ctygaaagaay
tacctaacty
cagaaagtbgg
atactgaaay
gottitcacey
catactgotyg
gataacacag
aatgguagac
gaagtttgas
gaatagtotl
agagataaga
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agaataatgce
aatgeatygga
agttgaacay
tggogatoeta
gtroctggat
teagagatat

SEQ ID NO:
agcoaaaagea
gtotggtagt
t“tagocatte
ttacetataa
cartctottty
gticcaaagy
goaggacatt
ttaaggacay
cgtasaattc
getggotaac
acggeataat
"tgaatqtgc
Lgaatgeacc
tgtgtgtgty
acchggatia

aagatggasc
Cttcatatay
stgggtity

tgagqvaag

atootgagod
gacgascthaa
atagtgatac
agtagtotgt

SEQ ID NG:
agogasagoa
tocgeagtote
aagaagtaca
gcaatgaast
gagcaagygac
tcacctotygy
craaaastot

gtgggagoeca
gaactocayg
groogoaana
thgeoatttga
aatgatgatg
gtab"'ccav
atraggat
aaggetgons
agaacasygcy
thgaagat
gacatact
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caaagaaatse
sagrgtasaga
goaasaggba
ctoaactgte
gtgttetaat
gaggaaasac

aactgasace
crhghgtaaat
¢ gtacaaaatt
taatteteac
cagagacaat
tcasatagga
aggeagobygt
gratggtaat
gatgattitygy
tgtigtgygea
gadaggaeta
agaaaaaaca
tgtagatitgy
TCaagzasact
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ggtcratiat
glacoQgoga
catcaggaag
atceaartac

aaacttbatg
ctctqacara
caaznactta
A

cgagaticot
ctoeasaggaac
ttgatcaasy
acccactage
; tagacatoct

uggnghgag
gatcatcagt
. gagtgeatga
gaaaagcaac
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ggaraatggat
agtgggactt
gatggagtga
gocagttoas
ggatotrtge

atgaatosaa
agectaatalt
ggragtcaaa
tgggtaaagg
gggtoggata
gteataagay
caaggtyce
agggu»ttaa
toggrtgett
tcaggtocay
ataaaaagtt
gonteatgtt
ttcaagaboy
tatgaggaat
tggeatggtt
tacatoetoca
ggtccaghgh
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gttttgagts
atgattatce
aatigyaate
tggtgoetttt
agtgcagast
ctact

atcagasaat
tgcaaatayy
accatactoy
acacaactic
ratacagesa
agceeotttat
¢ tactgastygs
tgagoLgees
gotcageaag
ataatggage ¢
ggaggaagaa ¢
trtactataat
asa’aggggaa
gttoactgtta
SGAAC OGO
gtggggtttt
atgttgatgy
caggaaggac <
gatggacaga

gotcagogba
gcc~w~cctt
gtycygagcay
acggtgctga
act

ol
gaagagy
gagttcacaa
attcagchtga
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ctacocacaay

caaataztca
aatggggato
ggtetoeotyg
arvgcatebga

aatagcecatt
gaastataaty
aatatgeaac
agtgatatta
agacastage
ttcatgttot
aagoatbos
gteggtgasa
geatgtoat
agtggcigta
aatattgagy
gactgatgyge
ggttactaaa
cectgatace
atgggtghot
cggtgacaac
*qcaaacaqu
gaaagtcac
gactgatagh
tagcggaagt
ctg7W‘anA
cattte
ﬁttgccauwv
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D

BagBRACUSAY
tggaccatat
ttaggatgaa ¢
2aatgattac
gabcagacog
Lgacazatac
taaageatygy
ttgacataas
aagttgtitt
taaccaasga
acabtgtigga
geagtgtygta
ctocaggang
acatagtygsag
acageacaca
agraageoygt
ttyggtagatt
ttacgggcaa
tggttgggay
tagtgagtgg
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tgtgacaaty
gasgagtcasa
tatcagatte
ggggeaatea
gattagaatct

caet»ggadt
agtgggacty
goteeguoae
gatggceatagyg
ttaaaataca
acacasagagt
cogagtgatyg
teaatagagt
gucaaagtga
choegatcasa
cogcghocey
gtaasagggat
agrcoagac

aagtbctoty
ctogticaac
ttaatoaggy
totggogtya
agcattgaca
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(g}

£

1

nga*qd‘g

tgagagaaat
agbgatggta
agticattat
aacotitygge
tcehggteatc

cetaacgaa
gaagyaaagaa
gagagaacty
cattgaagty
ggaagtgaay
B3GRICLGCa
gattggtgga
goatatatyge
cacatitaay
tcticaaaca
aagsgraaca
gsgagacgaa

FIGURE 2 (CONTINUED)
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cagtogarly
asaagcagtia
catcaacttt
gaacctatay
gagatgtcaa
gagagggtay
ctactgtcte

Leatogtoaa

SEQ ID NO:
BYCYRAAYCA

7,

&

.
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Agoacaas
ICgaCagTaa
guaagatbgga
Lgocagany
gotttoottyg
gttgtraage
ttaaatagaa
satggootea
Lecaatgaaas

f) Lx.,: ID

geacccaatc
ctitggaatca
acaagtbtrt
ggggtgtboery
aatatgataa

aaagaLtacs
tecatttya
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cogaagerat a
gaggtgatet
taagacattt
acaatgtgat
tgagaggaglh ¢
tggtyageat
cegaggaggt
tgatgtggga
gaaactygga
tggaattiga
titgtaagaac
raataaaact
catttactygt
tattoaacta
taaccgaaga
tcatiotgygy
acotiogegas
tgaaacgaas
ggatggcceat
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ggoaaaccat
atgetataay
caggatacac
caacaaacac
acantgaace :
aggaatoecoa
aaacacgayt
aogagectge
cggecaatga
aagaagaaal
ctaagsasat
grtatctaat
taasacggay
agacactyac
atyagsagaa
cogaaschbibc
ggatgbbots
tictaagtat
tgtttgagag
ttgatttgaa
taatagagyy
geactgtatt
actggbtggga
atgaagggal
atatgagoasn
tctatggtta
gratcaacys
acaatgatcet
ggtacacgta
taaagaaact
caaatitata
tggatgagga

atbgiggee
gaattitcgte
teagaaggat
gﬁgaatga“'

tgaccggtbo
cagtgaazaca
gattaatggt
aactgttaaa
aceatiteay

““tgt

ccaa

ttacocctnce

\,aaaqa,czgas,
aggagaganyg
2cgggactet
caattagtbygt

ttgaatggat
cacaactibe
catggatact
cgaaac tgga
aagtgotta
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tggtccagca
ccgatgecat
gtaggagcaa
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ttacca
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atggbattor
aatagggoyga :
gegazagtge
gygatattyge
aaaatgggty
ttgagagtca
cagggaacag
cetgaatcay
attecagtggt
tetbttagtac
caaatygaggy
gragoogoto
ggatcaggasa
acgaagagac
ggcacagotg
aggagatatyg
gotaatgtge
ageatactia
cgaatagttlt
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cctotgacy
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tacataaaca
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atgagtatty

acagctcaaa
agaggtgacs
acrcg“tcca
caca
;ttatgca
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8]

acasgagy
t:agcgact
ttittcaaaa
cogacatyac
tagatgagta
gggaccaacy
agaaactgac
tgttggtceaa
TOCaRgRacee
ctaaggocat
atgtgetigy
CACCARAGCE
tgagaatact
tcacagtict
gagtggagta
ggccageabt
taattgggcs
ﬂtghvang
ZBnARCYAT

i/

cettactitt
gagacoctoo
cacatoagta
tcaacccogat
atngtgtatt
cgtgtatiga
gacasgaccta
caatagaagt
tecttaagya
agagaargay
gtazasggaa
caatgaccaa
tgcaaataay
tctgmacaate
taaggaagat
acaccaaaky
ccagaaatca

acasaatgys
ctcaaatacc
gaaagaagab
gaakbgatgat
trggacaaas
attttgotoct
tttatcgaac
gaacag"ra”

gdgttactgt
tggoccitea
cacaaataca
aagctggact
Ltectgaagt
anceactaaa
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a tigtatgata
gaatcotaty
ttggggagtt
tecaageate
ctoecageacy
aggasatgta
aataacttac
cacctatona
tacaatgota
tagaguccns
gacabtttgat
aaghagaaty
tgtasgggge
cggasaggat
cgotgttoety
aagcatcaat
aggagacgty
gacagogace
ttgthtotac

cttaaaagty
ctacageoat
ctoagaaaagy
tgatgggoeoa
guaageaanry
aacgatggay
tgactggact
gttcagatca
tgtaatggay
acgggtgaga
acagagatty
agatgotgay
ggggtttgta
agggttogoca
gatgaccaat
gaacganaat
gecegaabtgy
gagastygga
cgoagaaatg

tgaaaaaatc
gagestygtio
gagatacacc
gattgtgaat
citgtaagota
atttgaatic
teccagtttt
cateaanaac
gttgtteate
BACCCYAAGA
gotyggtetoe
ctgcoctaana
croatttgte

FIGURE 2 (CONTINUED)
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Lccatﬁ"'
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380 ID NO:
agogaaadgca
attgtbcgaga
gacaaalttyg
titcatcaaty ¢
aggeacagat
agtatttgea
aagyaaaata
Jaaaagyocs
gaagaaatygy
accaggotalb
Cagt“”qaqa
aagcett
gtggatggat
gtaaatgcta
gggcetaocet
gaggacaoan
acattectityg
aattatettbe

[

aacatggcac
tatgatagty
aaggcatacy
[o1; CCﬁafsJ

‘.3

ccacaactag
agggacaat
tgcctaatia
catgcatiga
coghttot

SEQ ID KO:
ageaaages
accaascgygt
agagcatooy

zaatigaatc
agtatgatyge
atac&agtca
ctyaaaaatt
aggctatggt
agaaagaays
saaaataglty

12

ggtactgatt
ttgoggaaaa
cagraataty
goaagycya
tgaaﬂ aat

thQGavddq
gaggagaaga o
g accaasagbct
cogaacogaa
gaatitgaace
gttotecagey
groatgasgy
gatggaagga
tgtcatggas
a agactasaas
cagaaaaggt
atgaacoaga
cidk,t.gac‘dﬁ}‘::‘
agcacatitge
cagaatacat
caatggatga
gaABYACCEE
acgtggtana
aatgggagaa
aggtttcasyg
aatggggaat
ttgaagetga
cagaaacaty
Letgragygac
aaggatttte
Tggaacctgy
atgatcocctyg
ghtagtigty
act
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ttocay
gtL"actgdg
aatttaget

ﬁe”tcacttq
ghoaataato
cgagggraga
guotgagasa
aatigygagta
atctgagasa
 cgactacact
acaagaaaty
gacaabt
cccgﬂci
cggotac
utthttgaaa
glhocaaatte
agaggoaata
acccaatglit
goaagtactyg
tatgzasaazn
agactttgac
attgagogtog
Lroaagotygy
aagcatgaga
aatgaayyyy
triecaatta
cigtatggt
tregtgage
tactgtgtt
gooeatgtic

m m Q
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2

<
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tecactcacty

Sheet 8

goagtgatga
acacactect
ctigaagacy
agttcataca
cgaattgatyg
atcatgaaga
t gteottoaty

gattttgigs
gagtatgggy
gaagtatgoet
gtagaactltyg
gatogeacaa
ceaaaghitc
acaaggagagy
acacacatoo
ctogatygaagy
goeoageagay
a gassaggtbty
ttoteocagee
gaaggcaaﬁp
acaccac
Ltqatqc
jerataty
gttaaaccac
geagaactge
acaagteayge
gactygtaaag
ctigeaagtt
atagagetty
aggaattact
gtgtacatca
attccaatyga
tteatcataa
atggagtitt
cttgagatay
ttgtatgtga
cgttgbotee
*aaracaaag
"‘d'_’)t‘C“Cl,w

gacaatgott
aggacctgas
ceatgtatte
gtygataoctaa
tggeetggac
taccagattt
aaqtrcacar

attttote
sAAgCAYYYC
goctotggga
aaatcacagdy
ttgaaaattt

angcaacaaa
acgasaadgoy
aggacatiga
Taaagruggyc
atgtaggtyga
ggattcagasa
atgagyattgy
tcacatoagsa
atactgoctt
taaycasghy
azggaagata
actetecactga
gagatatgoeb
“ga¢aqa fsle]
agboact
tgaccasa
a aaggagtgga
ttaacagett
ctottatogt
tatatgaagoc
ggbtcaacte
acatactgtc

(ele?
aAca
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Ltggteeagec
aagaaatoga
coaaagyty
cygggatatco
tttcgaatct
cattgaagag
ctgtttotac

tburtttcgt
aacaatgoege
tagageotat
gUoCcaaagas
actitcogaat
attaagcatt
argeatgags
aataaastcca
gaatgaggay
actigorgag
tttygaagoaa
tgagttcaac
agaagatgty
gotgtertoan
acttaatgea
tagaactaag
coacttasagy
cooaagactt
totaagaagt
aacctcaaaa
LCd&“daavt
agagtioet

ggaaagrrcm
gtatgeatct
toaggeotott
aattgaggay
ctLecttacs
caaaraagta

gtocoaagge
cactgaaatc
aatgtgoaca

FIGURE 2 (CGNT@NUED)
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gaacttaa

atggtgotet
gggaaagatc
agagaactca
ggtgacgaty
geaactLato
ctgatgcaay
gttggaacaa
ttoetggaggg
ctcaaagoqa

Ltgagaggg—
gocagtygget
cigetbtcaaa
agtcaactygy
ttocatcasay
gortocaaty
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%hg D NO:
JrAAZAGER
ctctataaic
tgcagggaag
gtcacatnaty
aggactgcag
catggacaaa ¢
casagaaata
caacagyatyg
acagattget
aatcagacat
ggctggateg ¢
ggtgcaageyg
tottottgas
gtgaccoetaot
trtgatcgtbot
ctlhctacgyga
ctotggatygs
thotact

CEQ ID NO:
ageaaaagea
attgctttat

vgddwtt
asgagagaga
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tcagtgatta
ctgorttiga
ctaagaaaac
tectttatga
cascggetyy
agaggacaag
gtbecaactelt

tgatgatygg
gtogagaatyy
ddtgyﬂddaC
guaatgoctga
ng&;gctca

i

‘;
".)

ggaVbagaag
aacctacgtt
tcactgggaa
asg agtocadg

aaaagygrage
toguagacaa
14

gyt tavt
pbgtc gooo
aacaccgaty

actaaggaos
FUbfqaCva

toacteagt
ggggetgtga
gactococayge
gagsacagas
agtgageaag
atgagaacca
aatvtgeagy
agetatLgoes
ttttttoaas
aggagtgces
gasgatgyt

oL

LQL

I

gucactiaaa
togaggaantyg
“tqra*caga
tgtgattbtt
aattgttggoe

FIGURE 2 (CGNTENUED}

Lgagggacygy
CgRa3YIATA
tggaggacet

ACTRABDACA
tgctgracaa
gttogsagat ©
Caagted
aagagaggga
grtacagocta
abtgocatoot
gogtocraaga
gactatggaa
tggaggaasc
cteagtacay
tacagaggoy
accagaagat
gagoecgatc
tgcagaggay

shelefo]

attmtgbtgg
ccactgaagt
atceggtotea
udkr*tagn
goagagyoe

atqq
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Ltgatccaaa
antaaatace
artatacagaa
ataaggogas
atgatgatet g

agaattgett
aaagcaarga
ceactktite
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tcagaccaa
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gggaagoettt
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atgagygac
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gaggbogaaa
cagagactity
chaaagacaa

teacegtge
gggaacggud
gagataacat
agttgtatoy
ctggtatgtg
gtgacaacas
gotaaggota
gotagtesgy
agtgotggho
gtocagatyge
goactigata
atacggacty
Logaaaguaa
ggagtaazan

rgtgteaago
agaactaggt
aaggygyglage
ggageggatt
tgoegtegegt
catacceaay
taaaaacatc
a?tgcta&gg
ctiecagga
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aatagagaga
teccagiygcy
aaagtggaty
agctaataatlb
tt;gaatgat
gatgtgoter
agtoasaagua
rgatcgyaac
gtgoaacatl
Jagagagage
tgcactoats
cotgoogtsa
cetttoaga
agcacacsag
agtattgage
asgttcaasatt
sagoaggtas
tgcgggecas
aacaacoght
cganateata
agtoettogay
taatgaagga
accottgbee

[} ‘S)‘

vqtacmrrct
aagatgtct

gaceaatoon
oeagtgageg
atccaaataa
tocatggygec

gocteatata
caac
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aacggtteaa
thgtggacte
aaRgYIYYCC
cageagagty
actacattigt

tttecaggtay
gabgecoeat
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cagaaagtyy
atactgaaag
gottrearoy

catactgoty
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aggatgtcasa aaatgcegit goagbcotca

ttegagtote

tgaaactcta casgagattoy

ctecactese tocaasacayg azacgadana
cgaaataagat ggttgattga agaagtgaga
gageaaataa catttatgea ageottacat

actttotoat

ttcagettat ttaatastas

FIGURE 2 (CONTINUED)
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toggaggaect tgaatggaat
cttggagsay cagtaabtgay
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ggcgyggaac aattaggtca
aaactyga aggtaacaga

accob tgtttcotact
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INFLUENZA VIRUSES WITH MUTANT PB2
SEGMENT AS LIVE ATTENUATED
VACCINES

STATEMENT OF GOVERNMENT RIGHTS

This invention was made with government support under
Al047446 awarded by the National Institutes of Health. The
government has certain rights in the invention.

CROSS-REFERENCE TO RELATED
APPLICATIONS

This application is a continuation of U.S. application Ser.
No. 13/594,611, filed Aug. 24, 2012, which claims the
benefit of the filing date of U.S. application Ser. No. 61/527,
935, filed on Aug. 26, 2011, the disclosure of which are
incorporated by reference herein.

BACKGROUND

Influenza viruses instigate annual global epidemics and
sporadic pandemics. Influenza A viruses annually cause
epidemics characterized by a contagious respiratory illness,
mild to severe fever, and in some instances death (Palese &
Shaw, 2007). Vaccine and curative antiviral research that
focuses on the prevention and control of this potentially fatal
virus is warranted to avoid considerable strains on health
care systems and the global economy. Intensive research has
led to the discovery of therapeutic interventions to combat
influenza infections; however, due to the virus’s error-prone
polymerase, the hemagglutinin (HA) and neuraminidase
(NA) influenza viral proteins are subject to point mutations,
known as antigenic or genetic drift (Lin et al., 2004), that
allow the virus to escape host immune responses or result in
some types of drug resistance (Moss et al., 2010). Vaccina-
tion is one of the most effective means of preventing
influenza-associated morbidity and mortality.

Currently available therapeutic and prophylactic interven-
tions include two types of vaccines (i.e., inactivated and live
vaccines) and two classes of antivirals (i.e., M2 ion channel
blockers, such as amantadine and rimantadine, and
neuraminidase (NA)-inhibitors, such as oseltamivir and zan-
amivir) (Davies et al., 1964; Hayden, 2001). Nonetheless,
seasonal influenza is a contagious disease with one of the
highest impacts on public health epidemiology. Further,
during the 2009-2010influenza season, a novel influenza A
virus strain, the 2009 HIN1 pandemic virus, emerged and
spread worldwide, causing the first influenza pandemic in 40
years with a considerable impact on global health and
economics (see www cdc gov flu about disease index htm).
In the United States alone, an estimated 61 million HIN1
cases, including 274,000 hospitalizations and 12,470 deaths
were reported (see www cdc gov flu about season index
htm).

Due to an underdeveloped or impaired immune system,
young, elderly or immuno-compromised individuals are
especially susceptible to infectious diseases such as influ-
enza. Several studies conducted in Japan suggested that high
rates of influenza vaccination among school age children
provided protection, reduced community-wide effects, and
reduced incidence and mortality of older persons from
influenza infection; the 2001 study reported the prevention
of approximately 37,000 to 49,000 deaths per year and the
rise of excess mortality rates when vaccination of school-
children was discontinued (Reichert et al., 2001).
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Currently available inactivated influenza vaccines are
associated with short protection periods and limited efficacy,
especially in young children and the elderly. Due to the
inability to effectively elicit cell-mediated immunity, inac-
tivated vaccines are generally less immunogenic, and hence
less potent, than live attenuated vaccines, which are
approved for use in a limited number of countries such as the
Unites States. Intranasally administered live attenuated
viruses are considered superior to inactivated vaccines for
children because they elicit robust mucosal immunity and
humoral and cellular immune responses coupled with long-
lasting protective efficacy (Cox et al., 2004). However, live
attenuated vaccines are currently licensed only for individu-
als aged 2 through 49 who lack chronic medical conditions
and who are not pregnant or immunocompromised, even
though licensed live attenuated influenza viruses are con-
sidered safe and stable with respect to the underlying risk of
the emergence of revertant viruses.

Parenterally administered inactivated vaccines are also
associated with adverse or anaphylactic reactions due to
virus propagation in embryonated eggs, and the propensity
of egg proteins in these vaccines to induce allergies by
inducing hypersensitivity reactions in susceptible hosts. A
prerequisite for successful egg-based vaccine propagation is
the selection of variants adapted to embryonated chicken
eggs; a criterion that may no longer match the antigenicity
of circulating viruses. A further complication includes the
possible depletion of chicken stocks in light of a looming
zoonotic outbreak of avian influenza pandemic, which could
compromise mass vaccine production.

Live attenuated influenza vaccine (LAIV) was originally
derived by cold adaptation of an influenza type A strain
(A/Ann Arbor/6/60 H2N2) and a type B strain (B/Ann
Arbor/1/66) by serial passage at sequentially lower tempera-
tures in specific pathogen-free primary chick kidney cells
(Maassab et al., 1968). During this process, the viruses
acquired multiple mutations in internal protein gene seg-
ments (i.e., genes encoding “internal” nonglycosylated pro-
teins) that produced the cold-adapted (ca), temperature sen-
sitive (ts), and attenuated (att) phenotype of the master donor
viruses (MDVs). The MDVs represent the LAIV genetic
backbone that is updated annually with hemagglutinin (HA)
and neuraminidase (NA) genes from contemporary influ-
enza viruses to produce the annual trivalent formulation.
Thus, each of the three influenza virus strains is a 6:2 genetic
reassortant virus, containing six internal gene segments from
ca, ts, and att MDVs and two gene segments (encoding the
HA and NA proteins) from a wild-type influenza virus that
is selected annually by the World Health Organization and
the U.S. Public Health Service.

Because multiple loci in several genes control the ca, ts,
and att phenotypes of LAIV vaccine viruses, it is highly
improbable that LAIV would lose these phenotypes as a
result of reversion (Kemble et al., 2003; Murphy et al.,
2002). Given the error rate of 10~* to 10~ misincorporations
per nucleotide position during influenza virus replication
and the fact that at least five point mutations are responsible
for the attenuated properties of each MDV (Murphy et al.,
2002; Smith et al., 1987), the probability of a LAIV vaccine
virus reverting to wild-type influenza, with mutations in the
five attenuating loci, would be one in at least 10°° replication
cycles. In one study of 135 vaccine strains recovered from
young vaccinated children, no evidence of reversion was
observed (Vesikari et al., 2006).

The first nasally administered LIAV was approved for use
in the United States in 2003, marketed in the United States
as FluMist® [Influenza Virus Vaccine Live, Intranasal]).
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Although LIAV vaccine viruses were originally generated
using classical reassortment, in 2008 the process transi-
tioned to reverse genetics technology. The genetic reas-
sortant viruses therein are prepared using reverse genetics
technology in cell culture, a technique whereby influenza
viruses can be generated from DNA plasmids containing
influenza genes. Three vaccine strains are formulated
together to produce a trivalent LAIV vaccine in single-dose
sprayers. The intranasal LAIV is currently approved in the
United States for use in individuals 2-49 years of age.

Live attenuated viruses are considered superior to inacti-
vated vaccines due to their ability to elicit both humoral and
cellular immune responses and hence confer advanced pro-
tection in infants and young children. In particular, intrana-
sally administered live attenuated vaccines elicit robust
mucosal immunity and cellular responses coupled with
longer lasting protective efficacies (Cox et al., 2004). Live
attenuated influenza vaccine viruses replicate primarily in
the ciliated epithelial cells of the nasopharyngeal mucosa to
induce immune responses (via mucosal immunoglobulin
IgA, serum IgG antibodies, and cellular immunity), but
LIAV viruses do not replicate well at the warmer tempera-
tures found in the lower airways and lung (Murphy et al.,
2002; Gruber et al., 2002). In addition, there are several
advantages of a cell-based (e.g., cells employed to amplify
virus after virus generation using reverse genetics) alterna-
tive over the conventional egg-based vaccine propagation
system. Cell-based vaccine studies have demonstrated sig-
nificant advantages over egg-based vaccinology in that they
are a more economically feasible, rapid, and less labor-
intensive alternative whose manufacturing capacity can be
readily scaled-up in proportion to demand in the context of
a pandemic. Moreover, genetic engineering of viruses
through recombinant DNA-based technologies allows the
exploitation of a virus’ genetic parasitism, while disarming
its pathogenic power. Viruses can be rendered replication-
incompetent and non-pathogenic or manipulated to intro-
duce and express a foreign gene in a receptive host.

SUMMARY OF THE INVENTION

The invention provides a recombinant biologically con-
tained influenza virus that is useful to generate a multivalent
vaccine, and satisfies safety concerns regarding pathogenic-
ity or reversion, which virus optionally may stably express
a foreign gene and so can be effectively traced and have its
replication easily assessed. As disclosed hereinbelow, PB2-
knock-out (PB2-KO) influenza virus was generated that
harbors a reporter gene, e.g., a fluorescent protein gene such
as a GFP gene or a luciferase gene, in the coding region of
its PB2 viral RNA (VRNA), where the replication of the
virus was restricted to a cell line that stably expressed the
PB2 protein. The reporter gene-encoding PB2 vRNA was
stably incorporated into progeny viruses during replication
in PB2-expressing cells, and the reporter gene was
expressed in virus infected cells with no evidence of recom-
bination between the recombinant PB2 vRNA and the PB2
protein mRNA. Further, the HA and NA genes of different
virus strains were readily accommodated by the PB2-KO
virus. The PB2-KO virus was used to establish an improved
assay to screen neutralizing antibodies against influenza
viruses by using reporter gene expression as an indicator of
virus infection rather than observing cytopathic effect. These
results indicate that the PB2-KO virus have the potential to
be a valuable tool for basic and applied influenza virology
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research, and that may be applicable to other polymerase
gene knock-out viruses, e.g., PA-KO viruses or PB1-KO
viruses.

In one embodiment, the invention provides isolated infec-
tious, biologically contained influenza virus that has a viral
gene segment that does not comprise contiguous nucleic
acid sequences corresponding to those encoding PB2 (a
mutant PB2 viral gene segment), a protein which is one of
the viral RNA polymerase subunits and is essential for virus
replication. To prepare such a virus in cell culture, a cell line
is employed that expresses PB2 in trans in combination with
vectors for influenza virus VRNA production, but not one for
a wild-type PB2 viral gene segment, and in one embodiment
vectors for influenza virus mRNA protein production. The
resulting virus is not competent to express PB2 after infec-
tion of cells that do not express PB2 in trans or are not
infected with helper virus, which provides for a “biologi-
cally contained” virus. However, virions produced from
cells that express PB2 in trans contain PB2. Such an
infectious, biologically contained influenza virus with a
mutant PB2 viral gene segment was generated in multiple
cell lines that express PB2 in trans, such as PB2-expressing
293 human embryonic kidney (293), human lung adenocar-
cinoma epithelial (A549), or 2,6-linked sialyltransferase-
overexpressing Madin-Darby canine kidney (MDCK) cells
(AX4 cells), resulting in high virus titers of at least 10%, 10°,
10%, 107 or 10® PFU/mL, or more.

Vaccination is the primary means for prophylaxis against
influenza infection. As disclosed herein, the PB2-KO virus
replicated to high titers (>10® PFU/mL) in PB2-expressing
but not in normal uninfected cells (cells that do not express
PB2 in trans), accommodated HA and NA genes of a
heterologous influenza virus), stably incorporated a reporter
gene into progeny PB2-KO virions that was retained through
sequential passages, and was attenuated in mice, suggesting
its potential as a vaccine. Its ability to express antigens and
its vaccine candidacy was tested in a murine model. Sig-
nificantly higher levels of IgG and IgA antibodies were
induced in sera, nasal washes and broncho-alveolar lavage
samples from mice immunized with only one dose of
PB2-KO (GFP) virus compared to inactivated influenza
vaccine, All PB2-KO virus-treated mice survived challenge
with various lethal doses of PR8. Limited replication of that
virus occurs in vivo as the virus produced in cells that
express PB2 in trans carries along a small amount of PB2
protein into the host cell which is subsequently infected
(such as a host cell which does not itself express or comprise
PB2 or comprise wild-type PB2 vRNA), thereby allowing
for a limited amount (e.g., a round or so) of replication to
occur but without a significant infectious process (for
instance, amplification of virus titers of over about 1000).
The limited replication of the KO virus in vivo allows for an
immune response that provides for a more robust immune
response than induced by conventional inactivated influenza
vaccines. It is noteworthy that the immunized mice produce
antibodies against the reporter, as determined by an immu-
nofluorescence assay, suggesting that PB2-KO virus has the
potency of a multivalent vaccine. The PB2-KO exhibited
similar or better safety and efficacy profiles when compared
to controls, and so holds promise for combating influenza
virus infection.

In one embodiment, the invention provides an isolated
infectious, biologically contained recombinant influenza
virus comprising 8 gene segments including a PA viral gene
segment, a PB1 viral gene segment, a mutant PB2 viral gene
segment, a HA viral gene segment, a NA viral gene segment,
a NP viral gene segment, a M (M1 and M2) viral gene
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segment, and a NS (NS1 and NS2) viral gene segment. In
another embodiment, the invention provides an isolated
infectious, biologically contained recombinant influenza
virus comprising 8 gene segments including a PA viral gene
segment, a PB1 viral gene segment, a mutant PB2 viral gene
segment, a HA viral gene segment, a NA (NA and NB) viral
gene segment, a NP viral gene segment, a M (M1 and BM2)
viral gene segment, and a NS (NS1 and NS2) viral gene
segment. In one embodiment, the infectious, biologically
contained recombinant influenza virus has a M viral gene
segment for M1 and M2. In one embodiment, the infectious,
biologically contained recombinant influenza virus has a NA
viral gene segment for NB and NA. In one embodiment, the
infectious, biologically contained recombinant influenza
virus has a HEF gene segment.

In yet another embodiment, the invention provides an
isolated infectious, biologically contained recombinant
influenza virus comprising gene segments including a PA
viral gene segment, a PB1 viral gene segment, a mutant PB2
viral gene segment, a NP viral gene segment, a M viral gene
segment, a NS viral gene segment (for NS1 and NS2), and
a HEF viral gene segment. In one embodiment, the mutant
PB2 viral gene segment includes 5' and/or 3' PB2 viral
non-coding and coding incorporation sequences, optionally
flanking a heterologous nucleotide sequence, and does not
include contiguous sequences corresponding to sequences
encoding a functional PB2. The PB2 open reading frame in
the mutant PB2 viral gene segment may be replaced with or
disrupted by a heterologous nucleotide sequence, such as
one that is readily detectable after transfection or infection,
e.g., areporter gene such as a GFP gene or a luciferase gene,
e.g., a Renilla luciferase gene, or a gene encoding an antigen
from a pathogen. In one embodiment, the PB2 coding region
in the mutant PB2 viral gene segment may include mutations
such as insertions or deletions of one or more nucleotides or
those that result in one or more amino acid substitutions or
a stop codon, or any combination thereof, that yields a
non-functional PB2 coding sequence. In one embodiment,
the heterologous nucleotide sequence is about 30 to about
5,000, e.g., about 100 to about 4,500 or about 500 to about
4,000, nucleotides in length.

The infectious, biologically contained viruses of the
invention may thus be used as influenza vaccines to induce
an immunogenic response in a host, without the risk of
symptoms associated with an infection or genetic reversion
from an attenuated to a fully infectious form. The infectious,
biologically contained viruses of the invention may elicit a
better immune response than chemically inactivated viruses
because they are live viruses, yet because they are biologi-
cally contained, the viruses of the invention likely do not
cause symptoms of the disease, which is often an issue with
live attenuated vaccines. And in contrast to the use of
virus-like particles (VLPs), which are non-replicative, the
KO viruses of the invention contain RNA, which is an
adjuvant that enhances the host’s immune response against
the virus. The properties of a PB2-KO influenza virus of the
invention were surprising given that a similar virus, a M2
deficient virus that lacks the transmembrane and cytoplas-
mic domains of M2 (see, Watanabe et al., J. Virol., 83:5944
(2009)) grew to low titers, e.g., 10°-10° PFU/mL, in the
absence of M2 supplied in trans, and so was replication-
defective but not biologically contained.

In one embodiment, the invention provides an isolated
recombinant infectious, biologically contained influenza
virus comprising 7 gene segments including a PA viral gene
segment, a PB1 viral gene segment, a HA viral gene seg-
ment, a NA viral gene segment, a NP viral gene segment, a
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M viral gene segment, and NS1 and NS2 viral gene segment,
i.e., the virus lacks a PB2 viral gene segment.

In one embodiment, for the 8 segment PB2-KO influenza
virus having a mutant PB2 viral gene segment, the mutant
PB2 viral gene segment has a deletion of PB2 coding
sequences, a deletion of PB2 coding sequences and an
insertion of heterologous nucleotide sequences, or an inser-
tion of heterologous nucleotide sequences which disrupts
PB2 coding sequences. That virus replicates in vitro when
PB2 is supplied in trans to titers that are substantially the
same or at most 10, 100 or 1,000 fold less than a corre-
sponding wild-type influenza virus, but is attenuated in vivo
or in vitro in the absence of PB2 supplied in trans. In one
embodiment, the deletion of PB2 coding sequences includes
1 or more contiguous or noncontiguous nucleotides of PB2
and may include a deletion of the entire coding region, e.g.,
a region encoding 759 amino acids. In one embodiment, the
deletion includes at least 10%, 30%, 40%, 50%, 70%, 80%,
85%, 90%, 93%, 95% and up to 99%, or a percent numerical
value that is any integer between 10 and 99, but not all, of
the PB2 coding region. In one embodiment, the deletion of
PB2 coding sequences does not include the deletion of 5' or
3' coding sequences that enhance incorporation of the result-
ing viral gene segment into virions, e.g., sequences that are
contiguous to 3' or 5' non-coding PB2 sequences, relative to
arecombinant viral gene segment with only non-coding PB2
incorporation sequences.

In one embodiment, the mutant PB2 gene segment may
comprise an insertion of one or more nucleotides, e.g., those
that result in a frame-shift, so that functional PB2 cannot be
expressed. In one embodiment, the insertion does not
include the alteration of 5' or 3' coding sequences that
enhance incorporation of the gene segment into virions
relative to a recombinant gene segment with only non-
coding PB2 incorporation sequences.

In one embodiment, the mutant PB2 viral gene segment
may comprise at least one mutation that results in at least
one amino acid substitution relative to a corresponding
wild-type PB2 protein, e.g., a mutation that removes or
replaces the initiator codon, or that introduces one or more
stop codons into the coding region, so that functional PB2
cannot be expressed from that viral gene segment after
infection. In one embodiment, the substitution, removal or
replacement of the initiator codon, or introduction of the one
or more stop codons in the reading frame for PB2, does not
include the alteration of 5' or 3' coding sequences that
enhance incorporation of the gene segment into virions
relative to a recombinant gene segment with only non-
coding PB2 incorporation sequences.

In one embodiment of the invention, the heterologous
nucleotide sequence may encode a heterologous protein (a
non-influenza viral protein such as a glycoprotein or a
cytosolic, nuclear or mitochondria specific protein, or any
antigenic protein such as an antigen from a microbial
pathogen), which may confer a detectable phenotype. In one
embodiment, the heterologous nucleotide sequence may be
fused to truncated portions of PB2 coding sequences, e.g.,
those corresponding to 5' or 3' PB2 coding incorporation
sequences, optionally forming a chimeric protein. In one
embodiment, the heterologous nucleotide sequence replaces
or is introduced to sequences in the viral gene segment
corresponding to the coding region for that segment, so as
not to disrupt the incorporation sequences in the coding
region of the gene segment. For instance, the heterologous
nucleotide sequence may be flanked by about 3 to about 400
nucleotides of the 5' and/or 3' PB2 coding region adjacent to
non-coding sequence. In one embodiment, the 3' PB2 incor-
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poration sequences correspond to nucleotides 3 to 400,
nucleotides 3 to 300, nucleotides 3 to 100, nucleotides 3 to
50, or any integer between 3 and 400, of the N-terminal
and/or C-terminal PB2 coding region. In one embodiment,
after infection of a host cell with the biologically contained
PB2-KO virus, a heterologous protein is produced which is
a fusion with the IN-terminus and/or C-terminus of the
remaining residues of the deleted PB2 protein.

A vector for VRNA production of the mutant PB2 gene
segment is introduced into a cell along with a vector or
vectors for VRNA production for PA vRNA, PB1 vRNA, NP
vRNA, HA vRNA, NA vRNA, M vRNA, and NS (NSI
and/or NS2) vRNA, and vectors for mRNA (protein) pro-
duction for one or more of PA, PB1, PB2, and NP, or vectors
for mRNA production of up to three of PA, PB1, PB2, and
NP, where the cell stably expresses the remaining viral
protein(s), and optionally expresses HA, NA, M, e.g., M1
and M2, NS1 and/or NS2. The vRNA for the mutant PB2
gene segment may be incorporated into virions at an effi-
ciency that is at least 1%, 5%, 10%, or 30%, or at least 50%,
that of a corresponding wild-type PB2 vRNA.

In one embodiment, the influenza virus of the invention
elicits both systemic and mucosal immunity at the primary
portal of infection. Thus, the invention provides a live,
attenuated vaccine or immunogenic composition comprising
the recombinant biologically contained virus of the inven-
tion, and a method of using the vaccine or immunogenic
composition to immunize a vertebrate, e.g., an avian or a
mammal, such as a human, or induce an immune response
in a vertebrate, respectively. In one embodiment, the com-
position or vaccine is formulated for intranasal administra-
tion. In one embodiment, the recombinant biologically con-
tained virus in a vaccine comprises a HA gene segment for
influenza A virus HA, e.g., H1, H2, H3, HS5, H7, or H9 HA.
In one embodiment, the HA in the recombinant biologically
contained virus in a vaccine is modified at the HA cleavage
site. In one embodiment, the vaccine comprises at least one
influenza virus strain that is different than the recombinant
biologically contained virus of the invention, for instance,
the vaccine comprises two or three different influenza
viruses.

The invention provides a plurality of vectors to prepare an
infectious, biologically contained 8 segment influenza A
virus having one or more vectors which include transcription
cassettes for VRNA production and transcription cassettes
for mRNA production. The transcription cassettes for VRNA
production are a transcription cassette comprising a pro-
moter for VRNA production, e.g., a Poll promoter, operably
linked to an influenza virus PA DNA in an orientation for
genomic viral RNA production linked to a transcription
termination sequence that results in influenza virus-like
vRNA termini, for instance, a Poll transcription termination
sequence, a transcription cassette comprising a promoter for
vRNA. production, e.g., a Poll promoter, operably linked to
an influenza virus PB1 DNA in an orientation for genomic
viral RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, Poll transcription termination sequence, a tran-
scription cassette comprising a promoter for VRNA produc-
tion, e.g., a Poll promoter, operably linked to a mutant
influenza virus PB2 DNA in an orientation for genomic viral
RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, a
transcription cassette comprising a promoter for VRNA
production, e.g., a Poll promoter, operably linked to an
influenza, virus HA DNA in an orientation for genomic viral
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RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, a
transcription cassette comprising a promoter for VRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus NA DNA in an orientation for genomic viral
RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, a
transcription cassette comprising a promoter for VRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus NP DNA in an orientation for genomic viral
RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, a
transcription cassette comprising a promoter for VRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus M DNA in an orientation for genomic viral
RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, and
a transcription cassette comprising a promoter for vVRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus NS (NS1 and NS2) DNA in an orientation for
genomic viral RNA production linked to a transcription
termination sequence that results in influenza virus-like
vRNA termini, for instance, a Poll transcription termination
sequence. The mutant PB2 DNA includes 5' and 3' incor-
poration sequences flanking a heterologous nucleotide
sequence and does not include contiguous sequences corre-
sponding to sequences that encode a functional PB2. The
transcription cassettes for mRNA production are a transcrip-
tion cassette comprising a Polll promoter operably linked to
a DNA coding region for influenza virus PA linked to a Polll
transcription termination sequence, a transcription cassette
comprising a Polll promoter operably linked to a DNA
coding region for influenza virus PB1 linked to a Polll
transcription termination sequence, and a transcription cas-
sette comprising a Polll promoter operably linked to a DNA
coding region for influenza virus NP linked to a Polll
transcription termination sequence, and optionally a tran-
scription cassette comprising a Polll promoter operably
linked to a DNA coding region for influenza virus one or
more of PB2, HA, NA, NS1, NS2, M1 and/or M2 linked to
a Polll transcription termination sequence. Further provided
is a composition having the vectors, and a method which
employs the vectors.

The invention also provides a plurality of vectors to
prepare an infectious, biologically contained 8 segment
influenza B virus having one or more vectors which include
transcription cassettes for VRNA production and transcrip-
tion cassettes for mRNA production. The transcription cas-
settes for VRNA production are a transcription cassette
comprising a promoter for VRNA production, e.g., a Poll
promoter, operably linked to an influenza virus PA DNA in
an orientation for genomic viral RNA production linked to
a transcription termination sequence that results in influenza
virus-like VRNA termini, for instance, a Poll transcription
termination sequence, a transcription cassette comprising a
promoter for vVRNA production, e.g., a Poll promoter, oper-
ably linked to an influenza virus PB1 DNA in an orientation
for genomic viral RNA production linked to a transcription
termination sequence that results in influenza virus-like
vRNA termini, for instance, a Poll transcription termination
sequence, a transcription cassette comprising a promoter for
vRNA production, e.g., a Poll promoter, operably linked to
a mutant influenza virus PB2 DNA in an orientation for
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genomic viral RNA production linked to a transcription
termination sequence that results in influenza virus-like
vRNA termini, for instance, a Poll transcription termination
sequence, a transcription cassette comprising a promoter for
vRNA production, e.g., a Poll promoter, operably linked to
an influenza virus HA DNA in an orientation for genomic
viral RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, a
transcription cassette comprising a promoter fur vVRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus NA and NB DNA in an orientation for
genomic viral RNA production linked to a transcription
termination sequence that results in influenza virus-like
vRNA termini, for instance, a Poll transcription termination
sequence, a transcription cassette comprising a promoter for
vRNA production, e.g., a Poll promoter, operably linked to
an influenza virus NP DNA in an orientation for genornic
viral RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, a
transcription cassette comprising a promoter for VRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus M DNA in an orientation for genomic viral
RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, and
a transcription cassette comprising a Poll promoter operably
linked to an influenza virus NS (NS1 and NS2) DNA in an
orientation for genomic viral RNA production linked to a
Poll transcription termination sequence. The mutant PB2
DNA is includes 5' and 3' incorporation sequences, option-
ally flanking a heterologous nucleotide sequence, and does
not include contiguous sequences corresponding to
sequences that encode a functional PB2. The transcription
cassettes for mRNA production are a transcription cassette
comprising a Polll promoter operably linked to a DNA
coding region for influenza virus PA linked to a Polll
transcription termination sequence, a transcription cassette
comprising a Polll promoter operably linked to a DNA
coding region for influenza virus PB1 linked to a Polll
transcription termination sequence, and a transcription cas-
sette comprising a Polll promoter operably linked to a DNA
coding region for influenza virus NP linked to a Polll
transcription termination sequence, and optionally a tran-
scription cassette comprising a Polll promoter operably
linked to a DNA coding region for influenza virus one or
more of PB2, HA, NA, NS1, NS2, M1 and/or BM2 linked
to a Polll transcription termination sequence. Further pro-
vided is a composition having the vectors and a method
which employs the vectors.

In one embodiment, the promoter in a VRNA vector
includes but is not limited to a RNA polymerase 1 (Poll)
promoter, e.g., a human RNA Poll promoter, a RNA poly-
merase (Polll) promoter, a RNA polymerase III promoter, a
SP6 promoter, a T7 promoter, or a T3 promoter. In one
embodiment, one or more VRNA vectors include a Polll
promoter and ribozyme sequences 5' to influenza virus
sequences and the same or different ribozyme sequences 3'
to the influenza virus sequences. In one embodiment, the
mutant PB2 gene segment is in a vector and is operably
linked to a promoter including, but not limited to, a RNA
Poll promoter, e.g., a human RNA Poll promoter, a RNA
Polll promoter, a RNA polymerase III promoter, a SP6
promoter, a T7 promoter, or a T3 promoter. In one embodi-
ment, the VRNA vectors include a transcription termination
sequence including, but not limited to, a Poll transcription
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termination sequence, a Polll transcription termination
sequence, or a Pollll transcription termination sequence, or
one or more ribozymes.

A plurality of the vectors of the invention may be physi-
cally linked or each vector may be present on an individual
plasmid or other, e.g., linear, nucleic acid delivery vehicle.
In one embodiment, each VRNA production vector is on a
separate plasmid. In one embodiment, each mRNA produc-
tion vector is on a separate plasmid. In one embodiment, one
or more vectors for VRNA production are on the same
plasmid (see, e.g., U.S. published application No.
20060166321, the disclosure of which is incorporated by
reference herein). In one embodiment, one or more vectors
for mRNA production are on the same plasmid (see, e.g.,
U.S. published application No. 2006/0166321). In one
embodiment, the VRNA vectors employed in the method are
on one plasmid or on two or three different plasmids. In one
embodiment, the mRNA vectors for PA, PB1, and NP, and
optionally PB2, employed in the method are on one plasmid
or on two or three different plasmids.

Also provided is a host cell comprising a vector express-
ing PB2, e.g., PB2 from PRS or other master vaccine strain.
In one embodiment, the PB2 has at least 90%, 95%, 98%,
99% or 100% identity to PB2 encoded by SEQ ID NO:3. In
one embodiment, the host cell is transduced with a viral
vector, e.g., a vector which is stably maintained in the cell
as an episome or integrated into a chromosome, such as a
lentiviral or retroviral vector. In one embodiment, the host
cell further includes one or more vectors which include
transcription cassettes for transient VRNA production and
transcription cassettes for transient mRNA production. The
transcription cassettes for VRNA production are a transcrip-
tion cassette comprising a promoter for VRNA production,
e.g., a Poll promoter, operably linked to an influenza virus
PA DNA in an orientation for genomic viral RNA production
linked to a transcription termination sequence that results in
influenza virus-like vVRNA termini, for instance, a Poll
transcription termination sequence, a transcription cassette
comprising a promoter for VRNA production, e.g., a Poll
promoter operably linked to an influenza virus PB1 DNA in
an orientation for genomic viral RNA production linked to
a transcription termination sequence that results influenza
virus-like VRNA termini, for instance, a Poll transcription
termination sequence, a transcription cassette comprising a
promoter for vVRNA production, e.g., a Poll promoter, oper-
ably linked to a mutant influenza virus PB2 DNA in an
orientation for genomic viral RNA production linked to a
transcription termination sequence that results in influenza
virus-like VRNA termini, for instance, a Poll transcription
termination sequence, a transcription cassette comprising a
promoter for vVRNA production, e.g., a Poll promoter, oper-
ably linked to an influenza virus HA DNA in an orientation
for genomic viral RNA production linked to a transcription
termination sequence that results in influenza virus-like
vRNA termini, for instance, a Poll transcription termination
sequence, a transcription cassette comprising a promoter for
vRNA production, e.g., a Poll promoter, operably linked to
an influenza virus NA DNA in an orientation for genomic
viral RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, a
transcription cassette comprising a promoter for VRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus NP DNA in an orientation for genomic viral
RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, a
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transcription cassette comprising a promoter for VRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus M DNA in an orientation for genomic viral
RNA production linked to a transcription termination
sequence that results in influenza virus-like VRNA termini,
for instance, a Poll transcription termination sequence, and
a transcription cassette comprising a promoter for VRNA
production, e.g., a Poll promoter, operably linked to an
influenza virus NS (NS1 and NS2) DNA in an orientation for
genomic viral RNA production linked to a transcription
termination sequence that results in influenza virus-like
vRNA termini, for instance, a Poll transcription termination
sequence. The mutant PB2 DNA includes 5' and 3' incor-
poration sequences, optionally flanking a heterologous
nucleotide sequence, and does not include contiguous
sequences corresponding to sequences that encode a func-
tional PB2. The transcription cassettes for mRNA produc-
tion are a transcription cassette comprising a Polll promoter
operably linked to a DNA coding region for influenza virus
PA linked to a Polll transcription termination sequence, a
transcription cassette comprising a Polll promoter operably
linked to a DNA coding region for influenza virus PB1
linked to a Polll transcription termination sequence, and a
transcription cassette comprising a Polll promoter operably
linked to a DNA coding region for influenza virus NP linked
to a Polll transcription termination sequence. The host cell
does not include sequences corresponding to PB2 coding
sequences for VRNA production of a wild-type PB2 viral
gene segment.

The invention also provides a method to prepare influenza
virus, e.g., using a host cell of the invention. The method
comprises contacting a cell with a plurality of the vectors of
the invention, e.g., sequentially or simultaneously, in an
amount effective to yield infectious influenza virus. The
invention also includes isolating virus from a cell contacted
with the plurality of vectors. Thus, the invention further
provides isolated virus, as well as a host cell contacted with
virus of the invention. In another embodiment, the invention
includes contacting the cell with one or more vectors, either
vRNA or protein production vectors, prior to other vectors,
either VRNA or protein production vectors.

In one embodiment, the invention provides a method of
preparing a recombinant influenza virus comprising a
mutant PB2 viral gene segment. The method comprises
contacting a host cell with a plurality of influenza vectors,
including a vector comprising the mutant PB2 gene segment
sequence, so as to yield recombinant virus. For example, the
host cell is contacted with vectors for vVRNA production
including a vector comprising a promoter for vVRNA pro-
duction operably linked to an influenza virus PA DNA linked
to a transcription termination sequence, a vector comprising
a promoter for VRNA production operably linked to an
influenza virus PB1 DNA linked to a transcription termina-
tion sequence, a vector comprising a promoter for VRNA
production operably linked to a mutant influenza virus PB2
DNA linked to a transcription termination sequence, a vector
comprising a promoter for VRNA production operably
linked to an influenza virus HA DNA linked to a transcrip-
tion termination sequence, a vector comprising a promoter
for VRNA production operably linked to an influenza virus
NP DNA linked to a transcription termination sequence, a
vector comprising a promoter for VRNA production oper-
ably linked to an influenza virus NA DNA linked to a
transcription termination sequence, a vector comprising a
promoter for VRNA production operably linked to an influ-
enza virus M DNA linked to a transcription termination
sequence, and a vector comprising a promoter for VRNA
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production operably linked to an influenza virus NS (NS1
and NS2) DNA linked to a transcription termination
sequence, wherein the mutant PB2 DNA is in an orientation
for genomic vRNA production and includes 5' and 3' incor-
poration sequences, optionally flanking a heterologous
nucleotide sequence, and does not include contiguous
sequences corresponding to those for a functional PB2, and
vectors for mRNA production including a vector comprising
a promoter operably linked to a DNA segment encoding
influenza virus PA, a vector comprising a promoter operably
linked to a DNA segment encoding influenza virus PB1, a
vector comprising a promoter operably linked to a DNA
segment encoding influenza virus NP, wherein the cell is not
contacted with sequences corresponding to PB2 coding
sequences for vVRNA production. Optionally, the host cell is
contacted with a vector comprising a promoter operably
linked to a DNA segment encoding influenza virus HA, a
vector comprising a promoter operably linked to a DNA
segment encoding influenza virus NA, a vector comprising
a promoter operably linked to a DNA segment encoding
influenza virus M1, a vector comprising a promoter operably
linked to a DNA segment encoding a M2 protein, e.g., a
mutant M2 protein, and a vector comprising a promoter
operably linked to a DNA segment encoding influenza virus
NS1 and/or NS2. In one embodiment, separate vectors for
M1 and M2 mRNA, and/or for NS1 and NS2 mRNA are
provided and employed.

In one embodiment of a method of preparing a recombi-
nant biologically contained influenza virus of the invention,
each transcription cassette is on a plasmid vector. In one
embodiment of a method of preparing a biologically con-
tained influenza virus of the invention, one or more tran-
scription cassettes are on one or more plasmid vectors, e.g.,
one plasmid vector has transcription cassettes for VRNA
production of PA, PB1, HA, NP, NA, M1, NS1 and/or NS2,
and the mutant PB2 cDNAs. In one embodiment of a method
of preparing a biologically contained influenza virus of the
invention, one plasmid vector has one of the transcription
cassette for mRNA production and another plasmid vector
has the other transcription cassettes for mRNA production.
In one embodiment of a method of preparing a biologically
contained influenza virus of the invention, three plasmid
vectors for mRNA production are employed, each with one
of the transcription cassettes for mRNA production. In one
embodiment of a method of preparing a biologically con-
tained influenza virus of the invention, one plasmid vector
has six of the transcription cassettes for VRNA production
and another plasmid vector has the other transcription cas-
sette for VRN A production, e.g., one plasmid vector has one
of the transcription cassettes for mRNA production and
another plasmid vector has the other transcription cassettes
for mRNA production. In one embodiment of a method of
preparing a biologically contained influenza virus of the
invention, three plasmid vectors for mRNA production are
employed. In one embodiment of a method of preparing a
biologically contained influenza virus of the invention, one
plasmid has the three transcription cassettes for mRNA
production. In one embodiment of a method of preparing a
biologically contained influenza virus of the invention, the
HA cDNA encodes an avirulent cleavage site. In one
embodiment of a method of preparing a biologically con-
tained influenza virus of the invention, the HA and NA are
from the same virus isolate. In one embodiment of a method
of preparing a biologically contained influenza virus of the
invention, the HA is a type B HA.

The promoter or transcription termination sequence in a
vRNA or virus protein expression vector may be the same or
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different relative to the promoter or any other vector. In one
embodiment, the vector or plasmid which expresses influ-
enza VRNA comprises a promoter suitable for expression in
at least one particular host cell, e.g., avian or mammalian
host cells such as canine, feline, equine, bovine, ovine, or
primate cells including human cells, or for expression in
more than one host. In one embodiment, the Poll promoter
for each Poll containing vector is the same. In one embodi-
ment, the Poll promoter is a human Poll promoter. In one
embodiment, the Polll promoter for each Polll containing
vector is the same. In one embodiment, the Polll promoter
for two or more, but not all, of the Polll containing vectors,
is the same. In one embodiment, the Polll promoter for each
Polll containing vector is different.

In another embodiment, the method includes contacting a
host cell with a vector having a Polll promoter linked to a
Poll transcription termination sequence linked to an influ-
enza virus PA DNA linked to a Poll promoter linked to a
Polll transcription termination sequence (a bidirectional
cassette), a vector having a Polll promoter linked to a Poll
transcription termination sequence linked to an influenza
virus PB1 DNA linked to a Poll promoter linked to a Polll
transcription termination sequence, a vector having a pro-
moter linked to a Poll transcription termination sequence
linked to a mutant influenza virus PB2 DNA linked to a Poll
promoter linked to a Polll transcription terminator sequence,
a vector having a Polll promoter linked to a Poll transcrip-
tion termination sequence linked to an influenza virus HA
DNA linked to a Poll promoter linked to a Polll transcription
termination sequence, a vector having a Polll promoter
linked to a Poll transcription termination sequence linked to
an influenza virus NP DNA linked to a Poll promoter linked
to a Polll transcription termination sequence, a vector hav-
ing a Polll promoter linked to a Poll transcription termina-
tion sequence linked to an influenza virus NA DNA linked
to a Poll promoter linked to a Polll transcription termination
sequence, a vector having a Polll promoter linked to a Poll
transcription termination sequence linked to an influenza
virus M DNA linked to a Poll promoter linked to Polll
transcription termination sequence, and a vector having a
Polll promoter linked to a Poll transcription termination
sequence linked to an influenza virus NS1 and/or NS2 DNA
linked to a Poll promoter linked to Polll transcription
termination sequence. The host cell comprises PB2 DNA
expressing a PB2 protein, e.g., from a chicken beta-actin
promoter. No sources of VRNA for wild-type PB2 are
present so that replication-incompetent virus is provided.

In one embodiment, the promoter for vVRNA production in
a bidirectional cassette includes but is not limited to a RNA
polymerase I (Poll) promoter, e.g., a human RNA Poll
promoter, a RNA polymerase 11 (Polll) promoter, a RNA
polymerase I1I promoter, a SP6 promoter, a T7 promoter, or
a T3 promoter. In one embodiment, one or more VRNA
vectors include a Polll promoter and ribozyme sequences 5'
to influenza virus sequences and the same or different
ribozyme sequences 3' to the influenza virus sequences. In
one embodiment, the mutant PB2 gene segment is in a
vector and is operably linked to a promoter including, but
not limited to, a RNA Poll promoter, e.g., a human RNA Poll
promoter, a RNA Polll promoter, a RNA polymerase III
promoter, a SP6 promoter, a T7 promoter, or a T3 promoter.
In one embodiment, the vRNA vectors include a transcrip-
tion termination sequence including, but not limited to, a
Poll transcription termination sequence, a Polll transcription
termination sequence, or a Pollll transcription termination
sequence, or one or more ribozymes. Ribozymes within the
scope of the invention include, but are not limited to,
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tetrahymena ribozymes, RNase P, hammerhead ribozymes,
hairpin ribozymes, hepatitis ribozyme, as well as synthetic
ribozymes. In one embodiment, at least one vector for
VRNA comprises a RNA polymerase II promoter linked to a
ribozyme sequence linked to viral coding sequences linked
to another ribozyme sequences, optionally linked to a RNA
polymerase II transcription termination sequence. In one
embodiment, at least 2, e.g., 3, 4, 5, 6, 7 or 8, vectors for
VRNA production comprise a RNA polymerase Il promoter,
a first ribozyme sequence, which is 5' to a sequence corre-
sponding to viral sequences including viral coding
sequences, which is 5' to a second ribozyme sequence,
which is 5' to a transcription termination sequence. Each
RNA polymerase II promoter in each VRNA vector may be
the same or different as the RNA polymerase II promoter in
any other VRNA vector. Similarly, each ribozyme sequence
in each VRNA vector may be the same or different as the
ribozyme sequences in any other VRNA vector. In one
embodiment, the ribozyme sequences in a single vector are
not the same.

The plurality of vectors, compositions and host cells of
the invention may also include another vector for vRNA
production or protein production that includes heterologous
sequences, e.g., for a therapeutic or prophylactic gene of
interest e.g., an immunogen for a cancer associated antigen
or for a pathogen such as a bacteria, a noninfluenza virus,
fungus, or other pathogen. For example, the vector or
plasmid comprising the gene or cDNA of interest may
substitute for a vector or plasmid for an influenza viral gene
or may be in addition to vectors or plasmids for all influenza
viral genes. Thus, another embodiment of the invention
comprises a composition or plurality of vectors as described
above in which one of the vectors is replaced with, or further
comprises, 5' influenza virus sequences optionally including
5" influenza virus coding sequences or a portion thereof,
linked to a desired nucleic acid sequence, e.g., a desired
c¢DNA, linked to 3' influenza virus sequences optionally
including 3' influenza virus coding sequences or a portion
thereof. In one embodiment, the desired nucleic acid
sequence such as a cDNA is in an antisense (antigenomic)
orientation. The introduction of such a vector in conjunction
with the other vectors described above to a host cell per-
missive for influenza virus replication results in recombinant
virus comprising VRNA corresponding to the heterologous
sequences of the vector.

In one embodiment, the recombinant virus of the inven-
tion includes one or more genes from influenza A virus. In
another embodiment, the recombinant virus of the invention
may include one or more genes from influenza B virus, e.g.,
an influenza B HA gene. In yet another embodiment, the
recombinant virus of the invention may include one or more
genes from influenza C virus. The DNA for vVRNA produc-
tion of NA may be from any NA, e.g., any of N1-NO, a
chimeric NA sequence or any non-native NA sequence, and
the DNA for vRNA production of HA may be from any HA,
e.g., H1-H16, a chimeric HA sequence or any non-native
HA sequence. In one embodiment, the DNAs for vRNA
production may be for an influenza B or C virus. In one
embodiment, other attenuating mutations may be introduced
to the vectors, e.g., a mutation in a HA cleavage site that
results in a site that is not cleaved. The DNAs for vVRNA
production of NA and HA may be from different strains or
isolates relative to those for the (6:1:1 reassortants) or from
the same strain or isolate (6:2 reassortants), the NA may be
from the same strain or isolate as that for the internal genes
(7:1 reassortant), or one of the internal genes, NA and HA
may be from the same strain or isolate (5:3 reassortant).
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Viruses that may provide the internal genes for reassor-
tants within the scope of the invention include viruses that
have high titers in Vero cells, e.g., titers of at least about 10°
PFU/mL, e.g., at least 10° PFU/mL, 10’ PFU/mL, or 10®
PFU/mL; high titers in embryonated eggs, e.g., titers of at
least about 107 EID,/mL, e.g., at least 10® EID,/mL, 10°
EID,,/mL or 10'° BID,,/mL; high titers in MDCK, e.g.,
AXS, cells, e.g., titers of at least about 10’PFU/mL, e.g., at
least 10® PFU/mL, or high titers in two of more of those host
cells. In one embodiment, the DNAs for VRNA production
of PB1 vRNA, mutant PB2 vRNA, PAVRNA, NPvRNA, M
VvRNA (for M1 and/or M2 or M1 and/or BM2), and/or NS
VRNA (for NS1 and/or NS2), may have sequences from an
influenza virus that replicates to high titers in cultured
mammalian cells such as AX4 cells, Vero cells or PER.C6®
cells and also optionally embryonated eggs, and/or from a
vaccine virus, e.g., one that does not cause significant
disease in humans.

For example, reassortants with internal genes from other
PR8 isolates or vaccine viruses may be employed in recom-
binant reassortant viruses of the invention. In particular,
5:1:2 reassortants having PR8(UW) PB1, PB2, PA, NP, and
M (*5”) and PR8(Cam) NS (“1”); 6:1:1 reassortants having
PR8(UW ) NA, PB1, PB2, PA, NP, and M (“6”) and
PR8(Cam) NS (“1”) gene segments; and 7:1 reassortants
having PR8(UW) PB1, PB2, PA, NP, M, NA, and NS (“7”)
gene segments may be employed.

In one embodiment, the DNAs for the internal genes for
PB1, PB2, PA, NP, M, and NS encode proteins with sub-
stantially the same activity as a corresponding polypeptide
encoded by one of SEQ ID NOs:1-6 or 10-15. As used
herein, “substantially the same activity” includes an activity
that is about 0.1%, 1%, 10%, 30%, 50%, 90%, e.g., up to
100% or more, or detectable protein level that is about 80%,
90% or more, the activity or protein level, respectively, of
the corresponding full-length polypeptide. In one embodi-
ment, the nucleic acid a sequence encoding a polypeptide
which is substantially the same as, e.g., having at least 80%,
e.g., 90%, 92%, 95%, 97% or 99%, including any integer
between 80 and 99, contiguous amino acid sequence identity
to, a polypeptide encoded by one of SEQ ID NOs:11-6 or
10-15. In one embodiment, the isolated and/or purified
nucleic acid molecule comprises a nucleotide sequence
which is substantially the same as, e.g., having at least 50%,
e.g., 60%, 70%, 80% or 90%, including any integer between
50 and 100, or more contiguous nucleic acid sequence
identity to one of SEQ ID NOs:1-6 or 33-38 and, in one
embodiment, also encodes a polypeptide having at least
80%, e.g., 90%, 92%, 95%, 97% or 99%, including any
integer between 80 and 99, contiguous amino acid sequence
identity to a polypeptide encoded by one of SEQ ID NOs:1-6
or 10-15. In one embodiment, the influenza virus polypep-
tide has one or more, for instance, 2, 5, 10, 15, 20 or more,
conservative amino acids substitutions, e.g., conservative
substitutions of up to 10% or 20% of the residues, relative
to a polypeptide encoded by one of SEQ ID NOs:1-6 or
10-15. Conservative amino acid substitutions refer to the
interchangeability of residues having similar side chains.
For example, a group of amino acids having aliphatic side
chains is glycine, alanine, valine, leucine, and isoleucine; a
group of amino acids having aliphatic-hydroxyl side chains
is serine and threonine; a group of amino acids having
amide-containing side chains is asparagine and glutamine; a
group of amino acids having aromatic side chains is phe-
nylalanine, tyrosine and tryptophan; a group of amino acids
having basic side chains is lysine, arginine and histidine; and
a group of amino acids having sulfur-containing side chain
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is cysteine and methionine. In one embodiment, conserva-
tive amino acid substitution groups are: valine-leucine-
isoleucine; phenylalanine-tyrosine; lysine-arginine; alanine-
valine; glutamic-aspartic; and asparagine-glutamine. In one
embodiment, the influenza virus polypeptide has one or
more, for instance, 2, 3 or 4, nonconservative amino acid
substitutions, relative to a polypeptide encoded by one of
SEQ ID NOs:1-6 or 10-15.

The methods of producing virus described herein, which
do not require helper virus infection, are useful in viral
mutagenesis studies, and in the production of vaccines (e.g.,
for AIDS, influenza, hepatitis B, hepatitis C, rhinovirus,
filoviruses, malaria, herpes, and foot and mouth disease and
gene therapy vectors (e.g., for cancer, AIDS, adenosine
deaminase, muscular dystrophy, ornithine transcarbamylase
deficiency and central nervous system tumors). Thus, a virus
for use in medical therapy (e.g., for a vaccine or gene
therapy) is provided.

The methods include administering to a host organism,
e.g., amammal, an effective amount of the influenza virus of
the invention, e.g., a live or inactivated virus preparation,
optionally in combination with an adjuvant and/or a carrier,
e.g., in an amount effective to prevent or ameliorate infec-
tion of an animal such as a mammal by that virus or an
antigenically closely related virus. In one embodiment, the
virus is administered intramuscularly while in another
embodiment, the virus is administered intranasally. In some
dosing protocols, all doses may be administered intramus-
cularly or intranasally, while in others a combination of
intramuscular and intranasal administration is employed. In
one embodiment, two to three doses are administered. The
vaccine may be multivalent as a result of the heterologous
nucleotide sequence introduced into a viral gene segment in
the influenza virus of the invention. The vaccine may further
contain other isolates of influenza virus including recombi-
nant influenza virus, other pathogen(s), additional biological
agents or microbial components, e.g., to form a multivalent
vaccine. In one embodiment, intranasal vaccination, for
instance containing with inactivated influenza virus, and a
mucosal adjuvant may induce virus-specific IgA and neu-
tralizing antibody in the nasopharynx as well as serum IgG.

The influenza virus of the invention may employed with
other anti-virals, e.g., amantadine, rimantadine, and/or
neuraminidase inhibitors, e.g., may be administered sepa-
rately in conjunction with those anti-virals, for instance,
administered before, during and/or after.

In one embodiment, the influenza viruses of the invention
may be vaccine vectors for influenza virus and for at least
one other pathogen, such as a viral or bacterial pathogen, or
for a pathogen other than influenza virus, pathogens includ-
ing but not limited to, lentiviruses such as HIV, hepatitis B
virus, hepatitis C virus, herpes viruses such as CMV or HSV,
Foot and Mouth Disease Virus, Measles virus, Rubella virus,
Mumps virus, human Rhinovirus, Parainfluenza viruses,
such as respiratory syncytial virus and human parainfluenza
virus type 1, Coronavirus, Nipah virus, Hantavirus, Japa-
nese encephalitis virus, Rotavirus, Dengue virus, West Nile
virus, Streptococcus preumoniae, Mycobacterium tubercu-
losis, Bordetella pertussis, or Haemophilus Influenza. For
example, the biologically contained influenza virus of the
invention may include sequences for H protein of Measles
virus, viral envelope protein E1 of Rubella virus, HN protein
of Mumps virus, RV capsid protein VP1 of human Rhino-
virus, G protein of Respiratory syncytial virus, S protein of
Coronavirus, G or F protein of Nipah virus, G protein of
Hantavirus, E protein of Japanese encephalitis virus, VP6 of
Rotavirus, E protein of Dengue virus, E protein of West Nile
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virus, PspA of Streptococcus pneumonia, HSP65 from
Mycobacterium tuberculosis, IRP1-3 of Bordetella pertus-
sis, or the heme utilization protein, protective surface anti-
gen D15, heme binding protein A, or outer membrane
protein P1, P2, P5 or P6 of Haemophilus influenza.

Further provided is a method to detect neutralizing anti-
bodies for a selected influenza virus strain in a physiological
sample of a vertebrate. The method includes contacting the
sample, a recombinant virus of the invention which
expresses HA and/or NA of the selected strain, and cells
susceptible to influenza virus infection. The presence or
amount of the reporter or the antigen in the cells is detected,
wherein the absence of the reporter or antigen or a reduced
amount of the reporter or antigen in the sample relative to a
control sample, is indicative of a vertebrate that has been
infected with the influenza virus strain.

BRIEF DESCRIPTION OF FIGURES

The patent or application file contains at least one drawing
executed in color. Copies of this patent or patent application
publication with color drawing(s) will be provided by the
Office upon request and payment of the necessary fee.

FIG. 1. Schematic diagram of mutant PB2 vRNAs and
their efficiencies in virion formation and virion incorpora-
tion. The numbers of VLPs and the virion incorporation
efficiencies of mutant PB2 vRNAs were determined by
using the numbers of WSN HA- and GFP-expressing cells
as a denominator. All mutants are shown in the negative-
sense orientation. Each mutant contains the GFP reading
frame (green bar); 27 and 34 nucleotides of the 3' and 5°
noncoding regions, respectively (gray bars); and coding
regions of various lengths (black bars). The dotted lines
represent deleted sequences of the PB2 coding region.
PB2(-) indicates the omission of this vVRNA. (i.e., VLPs
were generated using only seven VRNA segments).

FIG. 2. Exemplary vaccine virus internal gene sequences
(SEQ ID NOs:1-8 and 10-15).

FIG. 3A-3D. Characterization of PR8/PB2-GFP virus. A)
Schematic diagram of wild-type PB2 and PB2(120)GFP
(120) vRNAs. PB2(120)GFP(120) vRNA possesses the 3'
noncoding region, 120 nucleotides of the coding sequence of
PB2 vRNA, the GFP gene, and 120 nucleotides of the 3'
coding and the 5' noncoding regions of PB2 vRNA. The
noncoding region and coding regions of PB2 vRNA are
represented by gray and red bars, respectively. The GFP
gene is represented by the green bar. B) PB2 gene expression
in AX4/PB2 cells (AX4 cells are derived from MDCK.
cells). RNA was extracted from both wild-type AX4 and
AX4/PB2 cells. RT-PCR was performed by using an oligo
(dT) primer followed by cDNA synthesis and PCR with
PB2-(upper panel) or canine beta-actin-(lower panel) spe-
cific primers. C) PB2 protein expression in AX4/PB2 cells.
Cells were reacted with an anti-PB2 antibody 18/1 (Hatta et
al., 2000) (left panels) and Hoechst 33342 (right panels).
Scale bar, 50 um. D) Growth kinetics of PB8/PB2-GFP
monitored over 72 hours. Wild-type AX4 (upper panel) and
AX4/PB2 (lower panel) cells were infected with wild-type
PR8 (red) or PR8/PB2-GFP (green) viruses at an MOI of
0.001. Supernatants collected at the indicated time points
were assayed for infectious virus in plaque assays in AX4/
PB2 cells.

FIG. 4. Accommodation of various HA genes in PB2-KO
virus. HA expression in PB2-KO virus-infected cells. AX4/
PB2 cells were infected with PR8/PB2-GFP, WSN/PB2-
GFP, CA04/PB2-GFP, or VN1203/PB2-GFP. At 16 hours
post-infection, the cells were stained with monoclonal anti-
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bodies specific for WSN, CA04, or VN1203 HA protein. The
expression of HA and GFP were examined by using fluo-
rescence microscopy.

FIG. 5A-5B. Accommodation of various reporter genes in
PB2-456 KO virus. A) Luciferase activity in PB2-KO virus-
infected cells. Wild-type AX4 and AX4/PB2 cells were
infected with PR8/PB2-Fluc (upper graph) and PR8/PB2-
Rluc (lower graph) at the indicated MOIs. At 8 hours
post-infection, Flue and Rluc activities in cells were mea-
sured by using a dual-luciferase reporter assay system.
Results from virus-infected cells were compared with those
from uninfected cells (indicated by ‘0’) and P values were
calculated by using the Student’s t test. Asterisk, P< 0.05.
RLU, relative light unit. B) GFP intensity in PB2-KO
virus-infected cells. AX4/PB2 cells were infected with PR8/
PB2-GFP at the indicated MOI. At 8 hours post-infection,
GFP intensity was measured with the Infinite M1000
microplate reader. Results from virus-infected cells were
compared with those from uninfected cells (indicated by ‘0*)
and P values were calculated by using the Student’s t test.
Asterisk, P< 0.05. RFU, relative fluorescent unit.

FIG. 6. PB2-KO virus-based microneutralization assay.
AX4/PB2 cells were infected with 100 PFU of CA04/PB2-
Rluc that were pre-mixed with serially diluted ferret sera in
triplicate wells. Rluc activity in cells was measured by using
a Renilla luciferase assay system at 24 hours post-infection.
Results from virus-infected cells were compared with those
from cells that were infected with serum-untreated virus
(indicated by ‘Serum (-)’). P values were calculated by
using the Student’s t test. Asterisk, P< 0.05. RLU, relative
light unit.

FIG. 7. Body weight change after challenge in mice. Mice
immunized with the indicated agents once (A), twice (B), or
three times (C) were challenged with 0.5 (i) or 5 (ii) MLDx,,
of PR8 virus. Values are expressed as mean changes in body
weight+SD (n=3).

FIG. 8. Virus-specific antibody responses in immunized
mice. Purified PR8 virus was used as an antigen to analyze
IgG and IgA antibody titers in the sera, nasal washes, and
BAL fluids (top, middle, and bottom, respectively) of mice
mock immunized with medium or immunized with the
formalin-inactivated virus or with the PB2-KO virus. Sera
(top panels) were obtained at different time points, i.e.,
prevaccination (bars A), before the second vaccination (bars
B), before the third vaccination (bars C), and before chal-
lenge (bars D). Nasal washes and BAL fluids (middle and
bottom panels, respectively) were obtained 1 day before
challenge from mice given 1 vaccination (bars 1), 2 vacci-
nations (bars 2), or 3 vaccinations (bars 3). Values are
expressed as the mean absorbancez standard deviation (SD)
(n=3). Statistical significance between samples obtained
from mice immunized with inactivated virus and PB2-KO
virus is indicated.

FIG. 9A-9H. Virus titers in the lungs and nasal turbinates
(NT) of immunized mice after challenge. The numbers on
the x axis indicate the number of vaccinations. Three
BALB/c mice per group were intranasally infected with the
indicated doses of PR8 virus (50 pl. per mouse) and sacri-
ficed on days 3 and 6 postinfection for virus titration. Bars
indicate the virus titer in each organ of each mouse. The
absence of bars indicates that virus titers were below the
detection limit of 5 PFU/mL./organ.

FIG. 10A-10D. Detection of antibodies against GFP in the
sera of mice immunized with the 132-KO virus. Confluent
293 cells that transiently express GFP were treated with sera
(1/20 dilution) obtained from mice inoculated with medium
(A), the formalin-inactivated virus (B), or the PB2-KO virus
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(C) or were treated with a commercial anti-GFP antibody
(D). DNA (first column) was stained with Hoechst 33342.
GFP (second column) represents cells transfected with a
plasmid for the expression of GFP. GFP antibody (third
column) represents the presence of the GFP antibody in the
samples. These three images were merged (fourth column).
Scale bars, 20 um.

FIG. 11. Detection of heterologous antigen expression
after infection of cells with PB2-KO virus having sequences
for pspA of pneumococcus (S. pneamoniae). Anti-influenza
virus antibodies and anti-PspA antibodies were used to
detect expression of influenza virus and PspA proteins in
cells with PB2-KO-GFP or PB2-KO-PspA.

FIG. 12. Growth kinetics of PB2-KO-PspA cells that do
not express PB2 and cells that stably express PB2.

FIG. 13. Influenza antigen specific IgG and IgA in serum,
BAL and nasal washes from mice immunized three times
with PB2-KO-PspA or PB2-KO-GFP.

FIG. 14. PspA specific IgG in serum from mice immu-
nized three times with PB2-KO-PspA.

FIG. 15. PspA specific IgG and IgA in BAL and nasal
washes from mice immunized three times with PB2-KO-
PspA.

FIG. 16. Survival post-challenge of mice immunized three
times with PB2-KO-PspA and challenged with 10 LD, or
100 LDy, of influenza virus.

FIG. 17. Virus replication in the respiratory tract at day 3
post-challenge in mice immunized three times with PB2-
KO-PspA and challenged with 10 LDs, or 100 LDy, of
influenza virus.

FIG. 18. Number of preumococci in nasal washes from
mice immunized three times with PB2-KO-PspA or PB2-
KO-GFP and challenged with 10* CFU S. preumoniae
(EF3030)/mouse.

FIG. 19. Survival post-challenge of mice immunized three
times with PB2-KO-PspA and challenged with 2x10” CFU
preumococcus WU2 (a lethal strain)/mouse.

DETAILED DESCRIPTION

Definitions

As used herein, an “infectious, biologically contained”
virus means that the virus is incapable of producing progeny
in normal cells or incapable of significant replication in vitro
or in vivo, e.g., titers of less than about 10? to 10°> PFU/mL,
in the absence of helper virus or a viral protein stably
supplied in trans.

A used herein, “replication-deficient” virus means that the
virus can replicate to a limited extent in vitro or in vivo, e.g.,
titers of at least about 10 to 10®> PFU/mL, in the absence of
helper virus or a viral protein supplied in trans.

As used herein, the term “isolated” refers to in vitro
preparation and/or isolation of a nucleic acid molecule, e.g.,
vector or plasmid, peptide or polypeptide (protein), or virus
of the invention, so that it is not associated with in vivo
substances, or is substantially purified from in vitro sub-
stances. An isolated virus preparation is generally obtained
by in vitro culture and propagation, and/or via passage in
eggs, and is substantially free from other infectious agents.

As used herein, “substantially purified” means the object
species is the predominant species, e.g., on a molar basis it
is more abundant than any other individual species in a
composition, and preferably is at least about 80% of the
species present, and optionally 90% or greater, e.g., 95%,
98%, 99% or more, of the species present in the composi-
tion.
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As used herein, “substantially free” means below the level
of detection for a particular infectious agent using standard
detection methods for that agent.

A “recombinant” virus is one which has been manipulated
in vitro, e.g., using recombinant DNA techniques, to intro-
duce changes to the viral genome. Reassortant viruses can be
prepared by recombinant or nonrecombinant techniques.

As used herein, the term “recombinant nucleic acid” or
“recombinant DNA sequence or segment” refers to a nucleic
acid, e.g., to DNA, that has been derived or isolated from a
source, that may be subsequently chemically altered in vitro
so that its sequence is not naturally occurring or corresponds
to naturally occurring sequences that are not positioned as
they would be positioned in the native genome. An example
of DNA “derived” from a source, would be a DNA sequence
that is identified as a useful fragment, and which is then
chemically synthesized In essentially pure form. An
example of such DNA “isolated” from a source would be a
useful DNA sequence that is excised or removed from said
source by chemical means, e.g., by the use of restriction
endonucleases, so that it can be further manipulated, e.g.,
amplified, for use in the invention, by the methodology of
genetic engineering.

As used herein, a “heterologous” nucleotide sequence is
from a source other than a parent influenza virus, e.g., a
reporter gene or a gene from another virus or organism, e.g.,
a bacterium, or is from an influenza virus source but is in a
context that does not mimic a native influenza virus genome,
e.g., it is a subset of a full length influenza virus gene
segment and is in a non-native context, e.g., fused to
truncated PB2 coding sequences.

As used herein, a “heterologous” influenza virus gene or
gene segment is from an influenza virus source that is
different than a majority of the other influenza viral genes or
gene segments in a recombinant, e.g., reassortant, influenza
virus.

The terms “isolated polypeptide”, “isolated peptide” or
“isolated protein” include a polypeptide, peptide or protein
encoded by ¢cDNA or recombinant RNA including one of
synthetic origin, or some combination thereof.

The term “recombinant protein” or “recombinant poly-
peptide” as used herein refers to a protein molecule
expressed from a recombinant DNA molecule. In contrast,
the term “native protein” is used herein to indicate a protein
isolated from a naturally occurring (i.e., a nonrecombinant)
source. Molecular biological techniques may be used to
produce a recombinant form of a protein with identical
properties as compared to the native form of the protein.

Methods of alignment of sequences for comparison are
well known in the art. Thus, the determination of percent
identity between any two sequences can be accomplished
using a mathematical algorithm.

Computer implementations of these mathematical algo-
rithms can be utilized for comparison of sequences to
determine sequence identity. Alignments using these pro-
grams can be performed using the default parameters. Soft-
ware for performing BLAST analyses is publicly available
through the National Center for Biotechnology Information
(see www ncbi nlm nih gov). The algorithm may involve
first identifying high scoring sequence pairs (HSPs) by
identifying short words of length W in the query sequence,
which either match or satisfy some positive-valued threshold
score T when aligned with a word of the same length in a
database sequence. T is referred to as the neighborhood word
score threshold. These initial neighborhood word hits act as
seeds for initiating searches to find longer HSPs containing
them. The word hits are then extended in both directions
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along each sequence for as far as the cumulative alignment
score can be increased. Cumulative scores are calculated
using, for nucleotide sequences, the parameters M (reward
score for a pair of matching residues; always >0) and N
(penalty score for mismatching residues; always <0). For
amino acid sequences, a scoring matrix is used to calculate
the cumulative score. Extension of the word hits in each
direction are halted when the cumulative alignment score
falls off by the quantity X from its maximum achieved value,
the cumulative score goes to zero or below due to the
accumulation of one or more negative-scoring residue align-
ments, or the end of either sequence is reached.

In addition to calculating percent sequence identity, the
BLAST algorithm may also perform a statistical analysis of
the similarity between two sequences. One measure of
similarity provided by the BLAST algorithm may be the
smallest sum probability (P(N)), which provides an indica-
tion of the probability by which a match between two
nucleotide or amino acid sequences would occur by chance.
For example, a test nucleic acid sequence is considered
similar to a reference sequence if the smallest sum prob-
ability in a comparison of the test nucleic acid sequence to
the reference nucleic acid sequence is less than about 0.1,
more preferably less than about 0.01, and most preferably
less than about 0.001.

The BLASTN program (for nucleotide sequences) may
use as defaults a wordlength (W) of 11, an expectation (E)
0f'10, a cutoft of 100, M=5, N=-4, and a comparison of both
strands. For amino acid sequences, the BLASTP program
may use as defaults a wordlength (W) of 3, an expectation
(E) of 10, and the BLOSUMSG62 scoring matrix. See www
ncbi nlm nih gov. Alignment may also be performed manu-
ally by inspection.

For sequence comparison, typically one sequence acts as
a reference sequence to which test sequences are compared.
When using a sequence comparison algorithm, test and
reference sequences are input into a computer, subsequence
coordinates are designated if necessary, and sequence algo-
rithm program parameters are designated. The sequence
comparison algorithm then calculates the percent sequence
identity for the test sequence(s) relative to the reference
sequence, based on the designated program parameters.
Influenza Virus

The life cycle of viruses generally involves attachment to
cell surface receptors, entry into the cell and uncoating of the
viral nucleic acid, followed by replication of the viral genes
inside the cell. After the synthesis of new copies of viral
proteins and genes, these components assemble into progeny
virus particles, which then exit the cell (reviewed by Roiz-
man and Palese, 1996). Different viral proteins play a role in
each of these steps.

The influenza A virus is an enveloped negative-strand
virus with eight RNA segments encapsidated with nucleo-
protein (NP) (reviewed by Lamb and Krug, 1996). The eight
single-stranded negative-sense viral RNAs (VRN As) encode
atotal of ten to eleven proteins. The influenza virus life cycle
begins with binding of the hemagglutinin (HA) to sialic
acid-containing receptors on the surface of the host cell,
followed by receptor-mediated endocytosis. The low pH in
late endosomes triggers a conformational shift in the HA,
thereby exposing the N-terminus of the HA2 subunit (the
so-called fusion peptide). The fusion peptide initiates the
fusion of the viral and endosomal membrane, and the matrix
protein (M1) and RNP complexes are released into the
cytoplasm. RNPs consist of the nucleoprotein (NP), which
encapsidates VRNA, and the viral polymerase complex,
which is formed by the PA, PB1, and PB2 proteins. RNPs
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are transported into the nucleus, where transcription and
replication take place. The RNA polymerase complex cata-
lyzes three different reactions: synthesis of an mRNA with
a 5' cap and 3' polyA structure, of a full-length complemen-
tary RNA (cRNA), and of genomic vRNA using the cDNA
as a template. Newly synthesized vVRNAs, NP, and poly-
merase proteins are then assembled into RNPs, exported
from the nucleus, and transported to the plasma membrane,
where budding of progeny virus particles occurs. The
neuraminidase (NA) protein plays a crucial role late in
infection by removing sialic acid from sialyloligosaccha-
rides, thus releasing newly assembled virions from the cell
surface and preventing the self aggregation of virus par-
ticles. Although virus assembly involves protein-protein and
protein-vRNA interactions, the nature of these interactions is
largely unknown.

Although influenza B and C viruses are structurally and
functionally similar to influenza A virus, there are some
differences. For example, the M segment of influenza B
virus encodes two proteins, M1 and BM2, through a termi-
nation-reinitiation scheme of tandem cistrons, and the NA
segment encodes the NA and NB proteins from a bicistronic
mRNA. Influenza C virus, which has 7 vRNA segments,
relies on spliced transcripts to produce M1 protein; the
product of the unspliced mRNA is proteolytically cleaved to
yield the CM2 protein. In addition, influenza C virus
encodes a HA-esterase (HEF) rather than individual HA and
NA proteins.

Spanning the viral membrane for influenza A virus are
three proteins: hemagglutinin (HA), neuraminidase (NA),
and M2. The extracellular domains (ectodomains) of HA and
NA are quite variable, while the ectodomain domain of M2
is essentially invariant among influenza A viruses. The M2
protein which possesses ion channel activity (Pinto et al.,
1992), is thought to function at an early state in the viral life
cycle between host cell penetration and uncoating of viral
RNA (Martin and Helenius, 1991; reviewed by Helenius,
1992; Sugrue et al., 1990). Once virions have undergone
endocytosis, the virion-associated M2 ion channel, a homo-
tetrameric helix bundle, is believed to permit protons to flow
from the endosome into the virion interior to disrupt acid-
labile M1 protein-ribonucleoprotein complex (RNP) inter-
actions, thereby promoting RNP release into the cytoplasm
(reviewed by Helenius, 1992). In addition, among some
influenza strains whose HAs are cleaved intracellularly (e.g.,
A/fowl plagues/Rostock/34), the M2 ion channel is thought
to raise the pH of the trans-Golgi network, preventing
conformational changes in the HA due to conditions of low
pH in this compartment (Hay et al., 1985; Ohuchi et al.,
1994; Takeuchi and Lamb, 1994).

Cell Lines That Can Be Used in the Present Invention

Any cell, e.g., any avian or mammalian cell, such as a
human, e.g., 293T or PER.C6® cells, or canine, bovine,
equine, feline, swine, ovine, rodent, for instance mink, e.g.,
MvLul cells, or hamster, e.g., CHO cells, non-human pri-
mate, e.g., Vero cells, or non-primate higher vertebrate cells,
e.g., MDCK cells, including mutant cells such as AX4 cells,
which support efficient replication of influenza virus can be
employed to isolate and/or propagate influenza viruses.
Isolated viruses can be used to prepare a reassortant virus. In
one embodiment, host cells for vaccine production are
continuous mammalian or avian cell lines or cell strains. A
complete characterization of the cells to be used, may be
conducted so that appropriate tests for purity of the final
product can be included. Data that can be used for the
characterization of a cell includes (a) information on its
origin, derivation, and passage history; (b) information on its
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growth and morphological characteristics; (¢) results of tests
of adventitious agents; (d) distinguishing features, such as
biochemical, immunological, and cytogenetic patterns
which allow the cells to be clearly recognized among other
cell lines; and (e) results of tests for tumorigenicity. In one
embodiment, the passage level, or population doubling, of
the host cell used is as low as possible.

In one embodiment, the cells are WHO certified, or
certifiable, continuous cell lines. The requirements for cer-
tifying such cell lines include characterization with respect
to at least one of genealogy, growth characteristics, immu-
nological markers, virus susceptibility tumorigenicity and
storage conditions, as well as by testing in animals, eggs,
and cell culture. Such characterization is used to confirm that
the cells are free from detectable adventitious agents. In
some countries, karyology may also be required. In addition,
tumorigenicity may be tested in cells that are at the same
passage level as those used for vaccine production. The virus
may be purified by a process that has been shown to give
consistent results, before vaccine production (see, e.g.,
World Health Organization, 1982).

Virus produced by the host cell may be highly purified
prior to vaccine or gene therapy formulation. Generally, the
purification procedures result in extensive removal of cel-
Iular DNA and other cellular components, and adventitious
agents. Procedures that extensively degrade or denature
DNA may also be used.

Influenza Vaccines

A vaccine of the invention includes an isolated recombi-
nant influenza virus of the invention, and optionally one or
more other isolated viruses including other isolated influ-
enza viruses, one or more immunogenic proteins or glyco-
proteins of one or more isolated influenza viruses or one or
more other pathogens, e.g., an immunogenic protein from
one or more bacteria, non-influenza viruses, yeast or fungi,
or isolated nucleic acid encoding one or more viral proteins
(e.g., DNA vaccines) including one or more immunogenic
proteins of the isolated influenza virus of the invention. In
one embodiment, the influenza viruses of the invention may
be vaccine vectors for influenza virus or other pathogens.

A complete virion vaccine may be concentrated by ultra-
filtration and then purified by zonal centrifugation or by
chromatography. Viruses other than the virus of the inven-
tion, such as those included in a multivalent vaccine, may be
inactivated before or after purification using formal in or
beta-propiolactone, for instance.

A subunit vaccine comprises purified glycoproteins. Such
a vaccine may be prepared as follows: using viral suspen-
sions fragmented by treatment with detergent, the surface
antigens are purified, by ultracentrifugation for example.
The subunit vaccines thus contain mainly HA protein, and
also NA. The detergent used may be cationic detergent for
example, such as hexadecyl trimethyl ammonium bromide
(Bachmeyer, 1975), an anionic detergent such as ammonium
deoxycholate (Laver & Webster, 1976); or a nonionic deter-
gent such as that commercialized under the name TRITON
X100. The hemagglutinin may also be isolated after treat-
ment of the virions with a protease such as bromelin, and
then purified. The subunit vaccine may be combined with an
attenuated virus of the invention in a multivalent vaccine.

A split vaccine comprises virions which have been sub-
jected to treatment with agents that dissolve lipids. A split
vaccine can be prepared as follows: an aqueous suspension
of the purified virus Obtained as above, inactivated or not,
is treated, under stirring, by lipid solvents such as ethyl ether
or chloroform, associated with detergents. The dissolution of
the viral envelope lipids results in fragmentation of the viral
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particles. The aqueous phase is recuperated containing the
split vaccine, constituted mainly of hemagglutinin and
neuraminidase with their original lipid environment
removed, and the core or its degradation products. Then the
residual infectious particles are inactivated if this has not
already been done. The split vaccine may be combined with
an attenuated virus of the invention in a multivalent vaccine.

Inactivated Vaccines. Inactivated influenza virus vaccines
are provided by inactivating replicated virus using known
methods, such as, but not limited to, formalin or p-propio-
lactone treatment. Inactivated vaccine types that can be used
in the invention can include whole-virus (WV) vaccines or
subvirion (SV) (split) vaccines. The WV vaccine contains
intact, inactivated virus, while the SV wvaccine contains
purified virus disrupted with detergents that solubilize the
lipid-containing viral envelope, followed by chemical inac-
tivation of residual virus.

In addition, vaccines that can be used include those
containing the isolated HA and NA surface proteins, which
are referred to as surface antigen or subunit vaccines.

Live Attenuated Virus Vaccines. Live, attenuated influ-
enza virus vaccines, such as those including a recombinant
virus of the invention can be used for preventing or treating
influenza virus infection. Attenuation may be achieved in a
single step by transfer of attenuated genes from an attenu-
ated donor virus to a replicated isolate or reassorted virus
according to known methods. Since resistance to influenza
A virus is mediated primarily by the development of an
immune response to the HA and/or NA glycoproteins, the
genes coding for these surface antigens come from the
reassorted viruses or clinical isolates. The attenuated genes
are derived from an attenuated parent. In this approach,
genes that confer attenuation generally do not code for the
HA and NA glycoproteins.

Viruses (donor influenza viruses) are available that are
capable of reproducibly attenuating influenza viruses, e.g., a
cold adapted (ca) donor virus can be used for attenuated
vaccine production. Live, attenuated reassortant virus vac-
cines can be generated by mating the ca donor virus with a
virulent replicated virus. Reassortant progeny are then
selected at 25° C. (restrictive for replication of virulent
virus), in the presence of an appropriate antiserum, which
inhibits replication of the viruses bearing the surface anti-
gens of the attenuated ea donor virus. Useful reassortants
are: (a) infectious, (b) attenuated for seronegative non-adult
mammals and immunologically primed adult mammals, (c)
immunogenic and (d) genetically stable. The immunogenic-
ity of the ca reassortants parallels their level of replication.
Thus, the acquisition of the six transferable genes of the ca
donor virus by new wild-type viruses has reproducibly
attenuated these viruses for use in vaccinating susceptible
mammals both adults and non-adult.

Other attenuating mutations can be introduced into influ-
enza virus genes by site-directed mutagenesis to rescue
infectious viruses bearing these mutant genes. Attenuating
mutations can be introduced into non-coding regions of the
genome, as well as into coding regions. Such attenuating
mutations can also be introduced into genes other than the
HA or NA, e.g., the M2 gene. Thus, new donor viruses can
also be generated bearing attenuating mutations introduced
by site-directed mutagenesis, and such new donor viruses
can be used in the production of live attenuated reassortants
vaccine candidates in a manner analogous to that described
above for the ca donor virus. Similarly, other known and
suitable attenuated donor strains can be reassorted with
influenza virus to obtain attenuated vaccines suitable for use
in the vaccination of mammals.
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In one embodiment, such attenuated viruses maintain the
genes from the virus that encode antigenic determinants
substantially similar to those of the original clinical isolates.
This is because the purpose of the attenuated vaccine is to
provide substantially the same antigenicity as the original
clinical isolate of the virus, while at the same time lacking
pathogenicity to the degree that the vaccine causes minimal
chance of inducing a serious disease condition in the vac-
cinated mammal.

The viruses in a multivalent vaccine can thus be attenu-
ated or inactivated, formulated and administered, according
to known methods, as a vaccine to induce an immune
response in an animal, e.g., a mammal. Methods are well-
known in the art for determining whether such attenuated or
inactivated vaccines have maintained similar antigenicity to
that of the clinical isolate or high growth strain derived
therefrom. Such known methods include the use of antisera
or antibodies to eliminate viruses expressing antigenic deter-
minants of the donor virus; chemical selection (e.g., aman-
tadine or rimantidine); HA and NA activity and inhibition;
and nucleic acid screening (such as probe hybridization or
PCR) to confirm that donor genes encoding the antigenic
determinants (e.g., HA or NA genes) are not present in the
attenuated viruses.

Pharmaceutical Compositions

Pharmaceutical compositions of the present invention,
suitable for inoculation, e.g., nasal, parenteral or oral admin-
istration, comprise one or more influenza virus isolates, e.g.,
one or more attenuated or inactivated influenza viruses, a
subunit thereof, isolated protein(s) thereof and/or isolated
nucleic acid encoding one or more proteins thereof, option-
ally further comprising sterile aqueous or non-aqueous solu-
tions, suspensions, and emulsions. The compositions can
further comprise auxiliary agents or excipients, as known in
the art. The composition of the invention is generally
presented in the form of individual doses (unit doses).

Conventional vaccines generally contain about 0.1 to 200
ng, e.g., 30 to 100 pg, of HA from each of the strains
entering into their composition. The vaccine forming the
main constituent of the vaccine composition of the invention
may comprise a single influenza virus, or a combination of
influenza viruses, for example, at least two or three influenza
viruses, including one or more reassortant(s).

Preparations for parenteral administration include sterile
aqueous or non-aqueous solutions, suspensions, and/or
emulsions, which may contain auxiliary agents or excipients
known in the art. Examples of non-aqueous solvents are
propylene glycol, polyethylene glycol, vegetable oils such as
olive oil, and injectable organic esters such as ethyl oleate.
Carriers or occlusive dressings can be used to increase skin
permeability and enhance antigen absorption. Liquid dosage
forms for oral administration may generally comprise a
liposome solution containing the liquid dosage form. Suit-
able forms for suspending liposomes include emulsions,
suspensions, solutions, syrups, and elixirs containing inert
diluents commonly used in the art, such as purified water.
Besides the inert diluents, such compositions can also
include adjuvants, wetting agents, emulsifying and suspend-
ing agents, or sweetening, flavoring, or perfuming agents.

When a composition of the present invention is used for
administration to an individual, it can further comprise salts,
buffers, adjuvants, or other substances which are desirable
for improving the efficacy of the composition. For vaccines,
adjuvants, substances which can augment a specific immune
response, can be used. Normally, the adjuvant and the
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composition are mixed prior to presentation to the immune
system, or presented separately, but into the same site of the
organism being immunized.

Heterogeneity in a vaccine may be provided by mixing
replicated influenza viruses for at least two influenza virus
strains, such as 2-20 strains or any range or value therein.
Vaccines can be provided for variations in a single strain of
an influenza virus, using techniques known in the art.

A pharmaceutical composition according to the present
invention may further or additionally comprise at least one
chemotherapeutic compound, for example, for gene therapy,
immunosuppressants, anti-inflammatory agents or immune
enhancers, and for vaccines, chemotherapeutics including,
but not limited to, gamma globulin, amantadine, guanidine,
hydroxybenzimidazole, interferon-a, interferon-f, inter-
feron-y, tumor necrosis factor-alpha, thiosemicarbarzones,
methisazone, rifampin, ribavirin, a pyrimidine analog, a
purine analog, foscarnet, phosphonoacetic acid, acyclovir,
dideoxynucleosides, a protease inhibitor, or ganciclovir.

The composition can also contain variable but small
quantities of endotoxin-free formaldehyde, and preserva-
tives, which have been found safe and not contributing to
undesirable effects in the organism to which the composition
is administered.

Pharmaceutical Purposes

The administration of the composition (or the antisera that
it elicits) may be for either a “prophylactic” or “therapeutic”
purpose. When provided prophylactically, the compositions
of the invention which are vaccines are provided before any
symptom or clinical sign of a pathogen infection becomes
manifest. The prophylactic administration of the composi-
tion serves to prevent or attenuate any subsequent infection.
When provided prophylactically, the gene therapy compo-
sitions of the invention, are provided before any symptom or
clinical sign of a disease becomes manifest. The prophylac-
tic administration of the composition serves to prevent or
attenuate one or more symptoms or clinical signs associated
with the disease.

When provided therapeutically, a viral vaccine is pro-
vided upon the detection of a symptom or clinical sign of
actual infection. The therapeutic administration of the com-
pound(s) serves to attenuate any actual infection. When
provided therapeutically, a gene therapy composition is
provided upon the detection of a symptom or clinical sign of
the disease. The therapeutic administration of the
compound(s) serves to attenuate a symptom or clinical sign
of that disease.

Thus, a vaccine composition of the present invention may
be provided either before the onset of infection (so as to
prevent or attenuate an anticipated infection) or after the
initiation of an actual infection. Similarly, for gene therapy,
the composition may be provided before any symptom or
clinical sign of a disorder or disease is manifested or after
one or more symptoms are detected.

A composition is said to be “pharmacologically accept-
able” if its administration can be tolerated by a recipient
mammal. Such an agent is said to be administered in a
“therapeutically effective amount” if the amount adminis-
tered is physiologically significant. A composition of the
present invention is physiologically significant if its pres-
ence results in a detectable change in the physiology of a
recipient patient, e.g., enhances at least one primary or
secondary humoral or cellular immune response against at
least one strain of an infectious influenza virus.

The “protection” provided need not be absolute, i.e., the
influenza infection need not be totally prevented or eradi-
cated, if there is a statistically significant improvement
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compared with a control population or set of mammals.
Protection may be limited to mitigating the severity or
rapidity of onset of symptoms or clinical signs of the
influenza virus infection.

Pharmaceutical Administration

A composition of the present invention may confer resis-
tance to one or more pathogens, e.g., one or more influenza
virus strains, by either passive immunization or active
immunization. In active immunization, an attenuated live
vaccine composition is administered prophylactically to a
host (e.g., a mammal), and the host’s immune response to
the administration protects against infection and/or disease.
For passive immunization, the elicited antisera can be recov-
ered and administered to a recipient suspected of having an
infection caused by at least one influenza virus strain. A gene
therapy composition of the present invention may yield
prophylactic or therapeutic levels of the desired gene prod-
uct by active immunization.

In one embodiment, the vaccine is provided to a mam-
malian female (at or prior to pregnancy or parturition), under
conditions of time and amount sufficient to cause the pro-
duction of an immune response which serves to protect both
the female and the fetus or newborn (via passive incorpo-
ration of the antibodies across the placenta or in the mother’s
milk).

The present invention thus includes methods for prevent-
ing or attenuating a disorder or disease, e.g., an infection by
at least one strain of pathogen. As used herein, a vaccine is
said to prevent or attenuate a disease if its administration
results either in the total or partial attenuation (i.e., suppres-
sion) of a clinical sign or condition of the disease, or in the
total or partial immunity of the individual to the disease. As
used herein, a gene therapy composition is said to prevent or
attenuate a disease if its administration results either in the
total or partial attenuation (i.e., suppression) of a clinical
sign or condition of the disease, or in the total or partial
immunity of the individual to the disease.

A composition having at least one influenza virus of the
present invention, including one which is attenuated and one
or more other isolated viruses, one or more isolated viral
proteins thereof, one or more isolated nucleic acid molecules
encoding one or more viral proteins thereof, or a combina-
tion thereof, may be administered by any means that achieve
the intended purposes.

For example, administration of such a composition may
be by various parenteral routes such as subcutaneous, intra-
venous, intradermal, intramuscular, intraperitoneal, intrana-
sal, oral or transdermal routes. Parenteral administration can
be accomplished by bolus injection or by gradual perfusion
over time.

A typical regimen for preventing, suppressing, or treating
an influenza virus related pathology, comprises administra-
tion of an effective amount of a vaccine composition as
described herein, administered as a single treatment, or
repeated as enhancing or booster dosages, over a period up
to and including between one week and about 24 months, or
any range or value therein.

According to the present invention, an “effective amount”
of'a composition is one that is sufficient to achieve a desired
effect. It is understood that the effective dosage may be
dependent upon the species, age, sex, health, and weight of
the recipient, kind of concurrent treatment, if ally, frequency
of treatment, and the nature of the effect wanted. The ranges
of effective doses provided below are not intended to limit
the invention and represent dose ranges.

The dosage of a live, attenuated or killed virus vaccine for
an animal such as a mammalian adult organism may be from
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about 10*-10*°, e.g., 10°-10'2, plaque forming units (PFU)/
kg, or any range or value therein. The dose of inactivated
vaccine may range from about 0.1 to 1000, e.g., 10 to 100
ng, such as about 15 ng, of HA protein. However, the dosage
should be a safe and effective amount as determined by
conventional methods, using existing vaccines as a starting
point.

The dosage of immunoreactive HA in each dose of
replicated virus vaccine may be standardized to contain a
suitable amount, e.g., 30 to 100 pg or any range or value
therein, such as about 15 pug, or the amount recommended by
government agencies or recognized professional organiza-
tions. The quantity of NA can also be standardized, however,
this glycoprotein may be labile during purification and
storage,

The dosage of immunoreactive HA in each dose of
replicated virus vaccine can be standardized to contain a
suitable amount, e.g., 1-50 pg or any range or value therein,
or the amount recommended by the U.S. Public Health
Service (PHS), which is usually 15 pg, per component for
older children [13 years of age, years of age. The quantity of
NA can also be standardized, however, this glycoprotein can
be labile during the processor purification and storage (Ken-
dal et al.,, 1980; Kerr et al., 1975). Each 0.5-ml dose of
vaccine may contains approximately 1-50 billion virus par-
ticles, and preferably 10 billion particles.

The invention will be described by following nonlimiting
examples.

EXAMPLE I
PB2 Incorporation Sequences

Most defective RNA segments of influenza A viruses
retain 150 to 300 nucleotides corresponding to the 5' and 3'
ends of the respective gene segment (Duhaut et al., 1998;
Jennings et al., 1983; Noble et al., 1995; and Odagiri et al.,
1990), indicating that these 300 to 600 nucleotides may
possess the structural features required for efficient genome
packaging. To identify the regions in the PB2, PB1, and PA
VRNAs that are critical for VRNA virion incorporation and
virion formation, plasmids were generated in which the GFP
gene is flanked by the noncoding regions and portions of the
coding regions derived from both termini [PB2(300)GFP
(300), PB1(300)GFP(300), and PA(120)GFP(120)]. Trans-
fection of such a plasmid into 293T cells, together with
expression plasmids for the PB2, PB1 , PA, and NP proteins
(minimal components for transcription and replication of
vRNAs), resulted in the expression of GFP in cells, indicat-
ing that the chimeric VRNAs were synthesized by the
cellular RNA polymerase I and transcribed into mRNA by
the viral proteins produced by the expression plasmids.

To calculate the vRNA virion incorporation efficiencies,
the number of virions containing a test nRNA must be
compared with the total number of VLPs. The total number
of VLPs could be determined by inoculating cells with VLPs
and then counting the number of cells expressing a given
influenza virus protection. To ensure that the number of
infectious VLPs determined by this method was not drasti-
cally affected by the viral gene product selected as a marker,
we determined the number of cells expressing either HA or
NP. Because we were testing the incorporation efficiencies
of the PB2, PB1 , and PA vRNAs, helper virus was needed
to provide functional polymerase proteins. To distinguish
between the HA and NP proteins expressed from out test
VLPs (derived from WSN virus) and those expressed from
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the helper PR8 virus, we used antibiotics that recognize the
WSN HA and NP proteins, but not their PR8 virus coun-
terparts.

To establish a system that allowed the assessment of the
number of VLPs generated, 293T cells were transfected with
a plasmid for the transcription of a test VRNA (derived from
the PB2, PB1, or PA segment), 7 plasmids for the production
of'the remaining vVRNAs, and 10 expression plasmids for the
expression of the viral proteins (i.e., PB2, PB1, PA, HA, NP,
NA, M1, M2, NS1 , and NS2). Forty-eight hours later,
VLP-containing supernatants derived from transfected cells
were mixed with PR8 helper virus and used to infect MDCK
cells. Twelve hours postinfection, the number of cells that
expressed either HA or NP protein were determined. For all
three VRN As, the numbers of HA- or NP-expressing cells
differed by less than a factor of 3; for example, using the
PB2(300)GFP(300) test vVRNA, 240,800 HA-expressing
cells versus 353,200 NP-expressing cells were detected.
Therefore, for the subsequent experiments, the number of
HA-expressing cells was employed as an indicator of the
efficiency of infectious virion formation. The incorporation
efficiencies of test VRNAs were thus calculated by dividing
the number of GFP-expressing cells (as a marker for the test
vRNA) by the sum of the number of HA-expressing cells (as
a marker for the number of virions) plus the number of
GFP-expressing cells.

Sequences in the coding region of the PB2 vRNA affect
infectious virion formation and vRNA virion incorporation.
To delineate the sequences in the PB2 vRNA that are critical
for virion formation and/or vRNA virion incorporation, a
series of plasmids was generated for the production of PB2
vRNAs that express GFP and contain portions of the PB2
coding region derived from both termini (FIG. 1), in addi-
tion to the noncoding regions of the PB2 vRNA (FIG. 1).
The numbers of VLPs and the incorporation efficiencies of
the test VRNAs were determined as described above.

With PB2(300)GFP(300), which contains 300 nucleotides
corresponding to the 5' and 3' coding regions of the PB2
vRNA, about 2.8x10° VLPs per mL, were detected. Step-
wise deletion of the coding sequences at the 3' end of the
VRNA (referred to as the 3' coding region) had only mod-
erate effects on the efficiency of VLP production; PB2(0)
GFP(120), which lacks the entire coding region of the 3' end,
yielded about 1x10° VLPs/mL. Deletion of the coding
sequences at the 5' end of the vVRNA (referred to as the 5'
coding region) [PB2(120)GFP(0)], however, reduced VLP
production by 98% of that of PB2(300)GFP(300) and
yielded a number of VL.Ps comparable to that obtained in the
absence of the PB2 vRNA [PB2(-)]. This result suggests
that sequences in the 5' coding region of the PB2 vRNA are
critical for the efficient generation of infectious virions.
Further analysis revealed that 30 nucleotides of the 5' coding
region are critical for this effect [compare the numbers of
VLPs for PB2(120)GFP(0) and PB2(120)GFP(30)].

With regard to the efficiencies of VRNA virion incorpo-
ration. PB2(300)GFP(300), 54.7% of the VLPs contained
the PB2(300)GFP(300) test vVRNA, indicating that the 300
terminal nucleotides at both ends are sufficient for virion
incorporation. To achieve the incorporation efficiencies
observed for wild-type segments, internal PB2 coding
sequences would likely be required. Stepwise deletion of
nucleotides in the 3' coding region of the PB2 vRNA had
only moderate effects provided 30 or more nucleotides were
retrained; the deletion of these remaining 30 nucleotides,
however, reduced the virion incorporation efficiency to
29.5% for PB2(0)GFP(120), demonstrating that this region
is important for the efficient incorporation of the PB2 VRNA
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into virions. For PB2 vRNAs that lack a functional pack-
aging sequence in the 3° coding region, sequences in the 5'
coding region do contribute to virion incorporation, as
exemplified by the inability of the PB2(0)GFP(0) test VRNA
to be incorporated.

Deletions in the 5' coding region only, by contrast, had no
effect on incorporation efficiencies, as demonstrated by a
75.7% incorporation rate for PB2(120)GFP(0). Thus while
the use of this test VRNA produced a very low number of
infectious VLPs, the test VRNA was efficiently incorporated
into these particles. This finding suggests that sequences in
the PB2 vRNA are involved in two biologically distinct
processes: efficient infectious virion formation (a function
residing in the 5' coding region) and efficient VRNA incor-
poration into particles (a function primarily residing in the 3'
coding region).

The difference in packaging efficiencies could reflect
differences in transcription levels of the test VRNAs in 293T
cells. To exclude this possibility, the levels of PB2(0)GFP(0)
and PB2(120)GFP(120) in plasmid-transfected 293T cells
were examined using real-time PCR. The amount of PB2
(0)GFP(0) vVRNA was 52% of that of PB2(120)GFP(120);
however, this difference is unlikely to explain the 99%
reduction in VIP generation and the abrogation of VRNA
virion incorporation.

PB2 vRNA is more critical for efficient infectious virion
generation than the PB1 or PA vRNA. Thus, a hierarchy may
exist in which the PB2 vRNA is critical for the efficient
virion incorporation of other vVRNAs, while the omission of
other segments is tolerable to some extent.

Omission of the PB2 vRNA resulted in an about 30-fold
reduction in VLP production, whereas omission of the other
VRNA segments resulted in 1.4- to 5.1-fold reductions.
These results provided further proof of a hierarchy among
the vRNA segments with respect to the importance of the
individual vRNAs for the incorporation of the other VRNA
segments.

EXAMPLE II

The stable expression of a foreign gene in a replication-
incompetent influenza virus allows for the effective tracking
of the manipulated virus. In pursuit of a biologically con-
tained foreign gene-expressing virus with extensive appli-
cations in the field of virology, the PB2 protein, an influenza
viral polymerase subunit that forms part of the trimeric viral
RNA-dependent RNA polymerase that is essential for virus
replication was selected. The partial coding sequences of the
3'and 5' ends of the PB2 viral RNA (VRNA) confer its more
critical role in efficient infectious virion generation relative
to the other vRNASs in the vVRNA hierarchy (Example I and
Muramoto et al., 2006). This finding suggests that a PB2-
knock out (PB2-KO) influenza virus harboring a reporter
gene flanked by the coding and non-coding sequences of the
PB2 vRNA would replicate only in PB2-expressing cells
while stably expressing the reporter gene.

A cell line that stably expresses PB2 protein was estab-
lished and used to characterize a PB2-KO virus that pos-
sesses the GFP gene. The potential for various virus strain-
derived HA and NA genes, as well as other reporter genes,
to be accommodated by the PB2-KO virus, was also inves-
tigated. Further, the PB2-KO virus was employed as a
platform to screen neutralizing antibodies against 2009
pandemic viruses.

Methods

Cells. 293T human embryonic kidney cells (a derivative

of the 293 line into which the gene for simian virus 40 T
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antigen was inserted (DuBridge et al., 198)) were main-
tained in Dulbecco’s modified Eagle medium (Lonza)
supplemented with 10% fetal calf serum (Invitrogen).
Madin-Darby canine kidney (MDCK) cells were maintained
in minimum essential medium (MEM; Invitrogen) supple-
mented with 5% newborn calf serum (NCS; Sigma, St.
Louis, Mo.). AX4 cells, derived from MDCK cells and
transfected with the cDNA of human 2,6-sialyltransferase
(Hatakeyama et al., 2005), were maintained in 5% NCS/
MEM+puromycin (2 pg/ml). AX4/PB2 cells (AX4 cells
stably expressing the PB2 protein derived from A/Puerto
Rico/8/34 (HINT1, PRS), established by transduction with a
retroviral vector, see the Results section) were maintained in
5% NCS/MEM+puromycin (2 pg/ml)+blasticidin (10
pg/mL). All cells were maintained at 37° C. in 5% CO,.

Reverse genetics and virus propagation. Reverse genetics
was performed with plasmids that contained the cDNAs of
the PR8 viral genes between the human RNA polymerase |
promoter and the mouse RNA polymerase I terminator
(referred to as Poll plasmids) and eukaryotic protein expres-
sion plasmids (NP, PA, PB1, and PB2) under the control of
the chicken f-actin promoter (Niwa et al, 1991), as
described in Neumann et al. (1999). Briefly, the wild-type
PR8 virus was engineered by using the eight previously
produced wild-type constructs derived from PR8 (Horimoto
et al., 2007); whereas the PB2-KO mutant was comprised of
pPolIPB2(120)GFP(120) (FIG. 3A) (Muramoto et al., 2006)
and the remaining seven segmental Poll plasmids. The
pPolIPB2(120)GFP(120) plasmid contains the A/WSN/33
(HIN1, WSN)-derived 3' PB2 non-coding region, 120
nucleotides that correspond to the PB2 coding sequence at
the 3' end of the VRNA followed by the GFP coding
sequence, 120 nucleotides that correspond to the PB2 coding
sequence at the 5' end of the VRNA, and finally the 5' PB2
non-coding region (Muramoto et al., 2006). Likewise, pPo-
1IPB2(120)Fluc(120) and pPolIPB2(120)Rluc(120) were
constructed to generate PB2-KO viruses possessing the
firefly luciferase (Fluc) or Renilla luciferase (Rluc) genes,
respectively. The eight Poll plasmids and protein expression
plasmids were mixed with the transfection reagent TransIT-
293 (Mirus), incubated at room temperature for 15 minutes,
and added to 10° 293T cells cultured in Opti-MEM 1
(Invitrogen). Forty-eight hours post-transfection, the super-
natant containing wild-type PR8 or PB2-KO virus was
harvested and propagated in 10-day-old embryonated
chicken eggs or AX4/PB2 cells, respectively. Wild-type
CA04 was also generated by using reverse genetics, as
described in Yamada et al. (2010), and propagated in MDCK
cells. The propagated viruses were titrated by using plaque
assays in MDCK cells to determine plaque-forming units
(PFU) of virus.

Immunofluorescence staining of the PB2 protein. Conflu-
ent AX4 and AX4/PB2 cells seeded in 35 mm glass bottom
dishes (Asahi Techno Glass) were fixed in phosphate buft-
ered saline (PBS) containing 4% paraformaldehyde (Wako
Pure Chemical Industries [.td) and permeabilized with 0.1%
Triton X-100. Cells were incubated with an anti-PB2 anti-
body clone 18/1 (Hatta et al., 2000) and further incubated
with an Alexa Fluor 594-labeled anti-mouse secondary
antibody (Invitrogen) Hoescht 33342 (Invitrogen). Samples
were observed under a confocal laser microscope
(LSM510META; Carl Zeiss).

Reverse transcription-PCR (RT-PCR). To detect PB2
mRNA in AX4/PB2 cells, total RNA was extracted by using
an RNeasy RNA extraction kit (Qiagen Sciences). Viral
RNAs were isolated from virions by using a QIAmp viral
RNA mini kit (Qiagen Sciences). Reverse transcription and
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c¢DNA synthesis were performed by using oligo(dT) primer
and SuperScript I reverse transcriptase (Invitrogen). RT-
minus samples were prepared as negative controls. The
synthesized ¢cDNA was amplified by use of PCR with
Phusion PCR polymerase (Finnzymes) and PB2-specific
primers. Primer sequences are as follows: forward primer,
ATGGAAAGAATAAAAGAACTACGA (SEQ ID NO:9),
and reverse primer GCCACAATTATTGCTTCGGC (SEQ
ID NO:16).

Growth kinetics and virus titration. To determine virus
growth rates, triplicate wells of confluent AX4 or AX4/PB2
cells were infected at a multiplicity of infection (MOI) of
0.001. After 1 hour of virus adsorption, cells were washed in
NIEM containing 0.3% BSA, overlaid with MEM contain-
ing L-(tosylamido-2-phenyl) ethyl chloromethyl ketone
(TPCK)-treated trypsin (0.5 pg/mL). Supernatants were col-
lected every 12 hours for three days and assayed for infec-
tious virus in plaque assays in AX4/PB2.

Immunostaining. To assess the stability of the GFP
reporter gene incorporation in the PB2-KO virus, AX4/PB2
cells were infected with various PB2-KO virus dilutions
(undiluted to 107'°). The supernatant from the second to last
well in which a cytopathic effect (CPE) was observed, was
harvested and diluted for subsequent infections. Superna-
tants from five rounds of virus passaging were subjected to
standard virus plaque assays. Once the number of plaques
formed was counted, the agar was removed and wells
containing plaques were fixed with 100% methanol for 30
minutes. Wells were then washed with PBS and incubated
with a monoclonal anti-GFP antibody (clone GFP-20;
Sigma-Aldrich) at room temperature for 1 hour. Immuno-
histochemical staining was performed by using a bioti-
nylated anti-mouse antibody according to the Vectastain
Elite ABC kit instructions (Vector Laboratories). GFP-posi-
tive plaques were visualized by using Sigma Fast 3,3'-
Diaminobenzidine tablets (Sigma), and the number of GFP-
positive plaques was calculated as a percentage of the total
number of plaques that formed in the respective wells.

Immunofluorescent staining for HA protein. GFP-encod-
ing PB2-KO virus possessing HA and NA vRNAs derived
from PR8, WSN, A/California/04/09 (CA04), or A/Vietnam/
1203/04 (VN1203) were generated by using reverse genet-
ics, as described above, and propagated in AX4/PB2 cells.
The multiple basic amino acid residues in the VN1203 HA
cleavage site were replaced with a non-virulent type cleav-
age sequence. Confluent AX4/PB2 cells were infected with
these viruses at an MOI of 0.2-1. At 16 hours post-infection,
cells were fixed with 4% paraformaldehyde in PBS and
permeabilized with 0.1% Triton X-100. Cells were then
incubated with an anti-WSN HA antibody (WS 3-54), an
anti-CA04 HA antibody (IT-096; eENZYME), and an anti-
HS5 HA antibody (VN04-10; Rockland Immunochemicals
Inc.) and then further incubated with an Alexa Fluor 594-
labeled anti-mouse secondary antibody. Samples were
observed under a fluorescence microscope.

Luciferase assay. Cells infected with PB2-KO virus
encoding Flue or Rluc gene were subjected to a luciferase
assay by using a dual-luciferase reporter assay system
(Promega) at 8 hours post-infection according to the manu-
facturer’s instructions. Flue and Rluc activities were mea-
sured with a microplate reader Infinite M11000 (Tecan).

Microneutralization assay. Sera were collected from two
ferrets infected with 10° PFU of wild-type CAO4 three
weeks post-infection and from two uninfected ferrets. Two-
fold serial dilutions of receptor-destroying enzyme
(DENKA SEIKEN CO., LTD)-treated ferret sera were
mixed with 100 PFU of wild-type CA04 or Rluc-encoding
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PB2-KO virus possessing CAO4-derived HA and NA
vRNAs (CA04/PB2-Rluc). After incubation at 37° C. for 1
hour, wild-type AX4 or AX4/PB2 cells were inoculated with
the wild-type virus- or PB2-KO virus-serum mixtures,
respectively, in triplicate wells and incubated for three days
or 24 hours for the wild-type virus or PB2-KO virus,
respectively. The neutralization activity of the ferret sera
was determined on the basis of the CPE observed under the
microscope or the Rluc activity as measured by using the
Renilla luciferase assay system (Promega) for the wild-type
virus or PB2-KO virus, respectively.

Results

Characterization of the PR8/PB2-GFP virus. To establish
a cell line that stably expresses PB2 protein, AX4 cells,
which are human 2,6-sialyltransferase overexpressing
Madin-Darby canine kidney (MDCK) cells that allow better
replication of clinical influenza isolates compared with
wild-type MDCK cells (Hatakeyama et al., 2005) were
transduced, with a retroviral vector that possessed the cDNA
of the A/Puerto Rico/8/34 (HIN1, PR8) PB2 protein fol-
lowed by an internal ribosome entry site sequence derived
from the encephalomyocarditis virus and the blasticidin
resistance gene. A blasticidin-resistant cell clone was des-
ignated as AX4/PB2. To confirm the expression of mRNA
for the PB2 protein in AX4/PB2 cells, total RNAs were
extracted from AX4/PB2 and wild-type AX4 cells and
subjected to RT-PCR with PB2-specific primers. PB2
mRNA was detected in AX4/PB2 cells but not in wild-type
AX4 cells (FIG. 3B). To further validate the expression of
the PB2 protein in AX4/PB2 immunofluorescence staining
of AX4/PB2 cells was performed by using a PB2-specific
monoclonal antibody. Fluorescent signals were detected in
AX4/PB2 cells and in some of the PB2 protein expression
plasmid-transfected AX4 cells (which served as a positive
control), whereas no signal was detected in wild-type AX4
cells (FIG. 3C). These results indicate that AX4/PB2 cells
stably express the PB2 protein.

To investigate whether PB2-expressing cells support
1°132-KO virus replication, a PR8-based PB2-KO virus
possessing PB2(120)GFP(120) vRNA (FIG. 3A), designated
as PR8/PB2-GFP (Table 1), was generated by and used to
infect AX4/PB2 and wild-type AX4 cells (FIG. 3D).
Although no infectious virus was detected in wild-type AX4
cells, replication of PR8/PB2-GFP virus in AX4/PB2 cells
was comparable to that of wild-type PR8 (FIG. 3D). These
results indicate that the replication of PB2-KO virus is
restricted to PB2-expressing cells.

TABLE 1
Qrigin of:
Remaining

Virus HA gene NA gene PB2 gene genes
Wild-type PR8 PR&* PRS PRS
PR&/PB2-GFP PRS PR8  PB2(120)GFP(120)!
PREAPB2 PRS PRS A
WSN/PB2-GFP WSNT  WSN  PB2(120)GFP(120)
CA04/PB2-GFP CA04*  CA04 PB2(120)GFP(120) PRS
VN1203/PB2-GFP  VN1203% VN1203 PB2(120)GFP(120)
PR&/PB2-Rluc PRS PR8  PB2(120)Rluc(120)!
PR8/PB2-Fluc PRS PR8  PB2(120)Fluc(120)!
CA04/PB2-Rluc CA04  CA04 PB2(120)Rluc(120)
*PRS8, A/Puerto Rico/8/34 (HINI).

'WSN, A/WSN/33 (HIN1).
$CA04, A/California/04/09 (HINT).

§VN1203, A/Vietnam/1203/04 (HSN1). The multiple basic amino acid residues in the HA
cleavage site (RERRRKKR | G) were replaced with a non-virulent type cleavage sequence

TR|G).
IPB2(120)GFP(120), PB2(120)Rluc(120), and PB2(120)Fluc(120). GFP, firefly luciferase,
and Renilla luciferase genes, respectively, flanked by the 3' and 5' non-coding sequences
and 120 bases of the 3' and §' coding sequences of the PB2 gene.
'ﬂ, not applicable.
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The stability of the reporter gene in PB2-KO virus was
ascertained by serial passaging of PR8/PB2-GFP virus in
AX4/PB2 cells. GFP-expressing plaques versus total
plaques formed were calculated to determine the percentage
of plaque-forming viruses expressing the GFP reporter gene
(Table 2); after five serial passages, 80%-90% of the plaque-
forming viruses expressed GFP. PB2-KO virus failed to
form plaques in wild-type cells even after five serial pas-
sages in AX4/PB2 cells, indicating that reversion of PB2-
KO virus to a replication-competent genotype by recombi-
nation between the PB2-GFP vRNA and the cell-expressed
PB2 mRNA is unlikely. An attempt was made to rescue a
PB2 gene-deficient virus possessing seven VRNA segments
(PR8APB2, Table 1); however, neither cytopathic effect
(CPE) nor NP protein expression were observed in AX4/PB2
or wild-type AX4 cells inoculated with the transfectant
supernatant for PRSAPB2 (data not shown). These results
highlight the importance of the PB2 vRNA for efficient
generation of infectious virions (Muramoto et al., 2006).

TABLE 2

Genetic stability of PB2-KO virus.

Ratio of GFP-positive plaques* from viruses in:

Passage 1  Passage 2  Passage 3  Passage 4  Passage 5
Exp. 1 100% 90% 90% 100% 80%
Exp. 2 100% 100% 90% 100% 90%
Exp. 3 100% 90% 90% 100% 90%

*The respective viral supernatants were subjected to standard virus plaque assays in
confluent AX4/PB2 cells. Ten plaques were marked per well, which were then subjected
to the immunodeteetion assay by using an anti-GFP antibody to detect GFP-expressing
viral plaques. The percentage of plaques that stained brown among all plaques is presented.
The results of three independent experiments (Exp.) are shown.

Functional expression of different HA and NA genes in
PB2-KO virus. Two surface glycoproteins on influenza A
virions, hemagglutinin (HA) and neuraminidase (NA), are
the main protective antigens (Wright et al., 2007). In par-
ticular, HA mediates cell attachment; therefore, an antibody
against HA is crucial for virus neutralization. It was tested
whether the relevant glycoproteins of a PR8 virus-based
PB2-KO virus could be replaced with those of other virus
strains. To this end, GFP-encoding PB2-KO viruses were
generated by substituting PR8 HA and NA vRNAs with
those derived from a laboratory HIN1 strain A/WSN/33
(WSN/PB2-GFP), a 2009 pandemic (HIN1) strain A/Cali-
fornia/04/2009 (CA04/PB2-GFP), or a highly pathogenic
H5N1 strain A/Vietnam/1203/2004 (VN1203/PB2-GFP)
(Table 1). AX4/PB2 cells were infected with these viruses
and subjected to an immunofluorescence assay with various
anti-HA monoclonal antibodies. In the GFP-positive virus-
infected cells, virus strain-specific HA expression was
detected (FIG. 4). It was confirmed by sequencing that the
corresponding NA vRNAs were incorporated into virions
(data not shown). These results indicate that the HA and NA
genes of other influenza viruses can also be accommodated
in the PB2-KO virus and hence be expressed in virus-
infected cells.

Expression of alternative reporter genes in PB2-KO virus.
The activity of the lucifrase reporter gene is readily quan-
tifiable and, therefore, its incorporation into P2-KO virus
should allow one to measure virus replication based on
Iuciferase activity. To test this possibility, PB2-KO viruses
were generated that possessed either the firefly (PR8/PB2-
Fluc) or Renilla (PR8/PB2-Rluc) luciferase gene in the PB2
VRNA (Table 1). AX4/PB2 and wild-type AX4 cells were
infected with these viruses at various multiplicities of infec-
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tion (MOIs) and subjected to a luciferase assay at 8 hours
post-infection. In virus-infected AX4/PB2 cells, Fluc and
Rluc activities were detected in a dose-dependent manner;
viruses infected at an MOI of 0.1 and 0.001 were adequate
for detecting significant Fluc and Rluc activities, respec-
tively (FIG. 5A). By contrast, to detect significant GFP
intensity in virus-infected cells, we needed to infect PR/
PB2-GFP at an MOI of 1 or higher (FIG. 5B). These results
indicate that the Fluc and Rluc genes can be accommodated
in PB2-KO virus and represent a more quantitative indicator
for virus replication than does the GFP gene. Wild-type AX4
cells infected with PR8/PB2-Fluc and PR8/PB2-Rluc also
exhibited detectable Fluc and Rluc activities, respectively, at
an MOI of more than 1 for PR8/PB2-Fluc or 0.01 for
PR8/PB2-Rluc, although the activity of both reporter genes
was more than 10-fold lower than that detected in AX4/PB2
cells (FIG. 5A). Since the PB2 protein was not provided in
trans to the wild-type AX4 cells, the expression of these
reporter genes suggests that viral ribonucleoproteins (i.e.,
PB2, PB1, PA, and NP) derived from incoming viruses
mediate the transcription of the PB2 vRNA of PB2-KO virus
at a significantly high level in wild-type AX4 cells.

PB2-KO virus-based microneutralization. Biologically
contained, reporter gene-expressing influenza viruses have
the potential to supersede conventional virus replication
evaluation systems in part because of the ability to quantitate
growth via plate reader assays. The neutralization activity of
antisera is typically determined by using conventional
microneutralization assays (Itoh et al., 2009; Kobasa et al.,
2004), which allow the detection of neutralizing antibodies
based on the presence or absence of virus infection-induced
CPE or of virus antigens, as detected by using an enzyme-
linked immunosorbent assay. To use PB2-KO virus to detect
neutralizing antibodies against 2009 pandemic viruses, a
PB2-KO virus was generated that possessed the Rluc gene-
encoding PB2 vRNA and A/California/04/2009-derived HA
and NA vRNAs (CA04/PB2-Rluc). CA04/PB2-Rluc (100
PFU) was mixed with serially diluted antisera collected from
CAO4-infected ferrets and incubated at 37° C. for 1 hour.
Sera from uninfected ferrets served as negative control. The
virus-sera mixtures were used to inoculate AX4/PB2 cells.
At 24 hours post-infection, Rluc activity in cells was mea-
sured by using the Renilla luciferase assay system (Pro-
mega). To compare the detection sensitivity, the same anti-
sera were also tested for neutralization activity by using a
CPE-based conventional microneutralization assay with
wild-type CAO4 and wild-type AX4 cells. In the PB2-KO
virus-based assay, 1:1280- and 1:640-diluted ferret sera
induced a significant decrease in Rluc activity in virus-
infected cells (FIG. 6). By contrast, the neutralizing titers of
the same ferret sera as determined in the conventional
microneutralization assay were 160 and 80 (data not shown).
These results indicate that the PB2-KO virus coupled with
PB2-expressing cells offer a neutralizing antibody detection
method that is more sensitive than the conventional
microneutralization assay.
Discussion

Here, it is demonstrated that PB2-KO influenza viruses
are replication-incompetent in wild-type cells, but undergo
multiple replication cycles in PB2 protein-expressing cells
(FIG. 3D). In addition, reporter genes flanked by the PB2
vRNA packaging signals were stably maintained in progeny
viruses (Table 1) and expressed in virus-infected cells
(FIGS. 4 and 5). It was also confirmed that different virus
strain-derived HA and NA genes were accommodated by
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PB2-KO viruses (FIG. 4). These results indicate that PB2-
KO viruses have broad potential use throughout the field of
influenza virology.

As a practical application, a PB2-KO virus-based
miconeutralization assay was developed and used to detect
neutralizing antibodies against the 2009 pandemic virus
(FIG. 6). This PB2-KO virus-based assay proved to be more
sensitive than the conventional microneutralization assay in
terms of neutralizing antibody detection. The use of repli-
cation-incompetent PB2-KO viruses as a screening platform
(FIG. 3C and 3D) may enable the detection of neutralizing
antibodies against highly pathogenic viruses such as HSN1
and 1918 strains, which normally must be handled in BSL3
facilities and under biosafety level 2 containment, although
an additional layer of biosafety (e.g., modification of the
amino acid sequence of the HA cleavage site) would be
required. Kong et al. (2006) previously developed a neu-
tralizing antibody screening system based on influenza HA-
pseudotyped lentiviruses, which also allows the detection of
neutralizing antibodies against the biosafety level 3 agents.
However, these lentiviruses do not express influenza viral
neuraminidase, which, along with HA, has the potential to
induce neutralizing antibodies (Nayak et al., 2010); there-
fore, the PB2-KO virus-based assay should more accurately
reflect the neutralizing antibody titers. Although cells that
stably express reporter gene-encoding influenza vVRNA have
also been shown to allow the sensitive detection of neutral-
izing antibodies (Hossain et al., 2010; Li et al.,, 2009),
infectious viruses are required for these recombinant cell-
based assays.

Another potential application of the PB2-KO virus is its
use as a novel influenza vaccine, which we believe is
feasible for the following reasons. First, PB2-KO virus
generates high titers (>10° PFU/mL) in the AX4/PB2 cell
line (FIG. 3D); second, the fact that HA and NA proteins can
be expressed (FIG. 4) demonstrates that PB2-KO virus is
customizable to encode desired antigens; third, the VRNA
transcription that occurs in PB2-KO virus-infected cells
(FIG. 5A) may stimulate cellular innate immunity by pro-
ducing double-stranded RNA; and fourth, the stable main-
tenance of a foreign gene inserted in the PB2 vRNA (Table
2) could serve as a carrier of an additional antigen, enabling
the engineering of PB2-KO as a safe multi-valent vaccine.

To date, several recombinant influenza viruses that lack a
particular viral protein have been shown to replicate com-
parably to wild-type virus in cell culture when the missing
protein is provided in trans. M2-lacking influenza virus
efficiently replicates in M2-expressing cells and has dem-
onstrated potential as a live attenuated vaccine (Watanabe et
al., 2009). A distinct advantage of the PB2-KO virus over its
M2 counterpart is that the former is replication-incompetent
in normal cells and, thus, safer. Further, it remains unknown
whether a foreign gene encoded in the M2 protein-coding
region can be incorporated into progeny viruses and
expressed in virus-infected cells.

Martinez-S6brido et al. (2010) developed an improved
screening assay for the rapid detection of neutralizing anti-
bodies by using influenza virus possessing the GFP gene
flanked by the HA vRNA packaging signals. Although this
HA-KO virus underwent multiple replication cycles only in
cells that expressed the HA protein, the stability of reporter
genes in this HA-KO virus was not tested in the study. In
fact, an HA vRNA-deficient virus possessing seven VRNA
segments underwent multiple rounds of replication in HA-
expressing MDCK cells (data not shown) in contrast to the
PB2 vRNA-deficient PR8APB2 virus (see above), suggest-
ing that the reporter gene-encoding HA vRNA in HA-KO
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virus could be easily dropped during replication in HA-
expressing cells. A replication-competent virus that pos-
sesses the GFP gene in its NA vRNA has also been used to
detect neutralizing antibodies (Rimmelzwaan et al., 2011).
An in trans bacterial sialidase improved the restricted rep-
lication of this NA-KO virus and allowed reasonable virus
titer recovery; however, the reporter gene stability of the
NA-KO virus remains uncertain.

More recently, GFP gene-possessing replication-compe-
tent influenza viruses have been generated by using recom-
binant NS (Manicassamy et al., 2010) or NA (Li et al., 2010)
genes. Although these viruses have potential as research
tools, their replicability raises biosafety issues, which are not
a concern with the PB2-KO virus. Overall, the fact that the
PB2-KO virus produced in this study stably expresses a
foreign gene and is replication-incompetent makes it ideal in
terms of reliability and biosafety.

In conclusion, a biologically contained foreign gene-
expressing influenza virus was generated by replacing the
viral PB2 gene with reporter genes. The replication of the
virus was restricted to cells that expressed the PB2 protein
in trans. The reporter gene was stably inherited in progeny
viruses during replication in PB2-expressing cells. Various
HA, NA, and reporter genes were accommodated in the
PB2-KO virus. This virus, therefore, shows promise in terms
of its numerous applications for basic and applied studies of
influenza virus.

EXAMPLE III

The PB2 protein of influenza viruses is an essential
component of the trimeric viral RNA-dependent RNA poly-
merase subunit. PB2 is implicated in the regulation of host
antiviral immune pathways and hence virulence and plays a
major rote in the incorporation of other individual vRNA
segments (Muramoto et al., 2006). Example II describes a
PB2-knock-out (PB2-KO) influenza virus that harbors
reporter genes, such as the green fluorescent protein (GFP)
in the coding region of its PB2 viral RNA (vVRNA). The
replication of the PB2-KO virus was restricted to only a cell
line stably expressing the PB2 protein, yielding a high titre
of > 10® PFU/mL. Moreover, during replication PB2 vVRNA
encoding the reporter gene was stably incorporated into
progeny virions and retained through sequential passages.
Also, HA and NA vRNA of any influenza virus could be
accommodated in the PB2-KO virus and be expressed in
virus-infected cells. Therefore, the PB2-KO virus can be
tailored to encode desired combinations of HA and NA that
are the main influenza antigens, suggesting that the PB2-KO
virus can be used as a multivalent vaccine platform. Here,
we tested the vaccine potential of the PB2-KO virus by
immunizing mice, examining antibody response and protec-
tive efficacy in mice.

Materials and Methods

Cells. 293 and 293T (a derivative of the 293 line into
which the gene for simian virus 40 T antigen was inserted
(DuBridge et al., 1987) human embryonic kidney cells were
maintained In Dulbecco’s modified Eagle medium (Lonza,
Basel, Switzerland) supplemented with 10% fetal calf serum
(Invitrogen, Carlsbad, Calif.). Madin-Darby canine kidney
(MDCK) cells were maintained in minimum essential
medium (MEM) (Invitrogen) supplemented with 5% new-
born calf serum (NCS) (Sigma, SL Louis, Mo.). AX4 cells,
which are an MDCK-derived cell line with enhanced expres-
sion of human-type receptors for influenza virus and were
produced by stable transfection of a plasmid expressing the
human a-2,6-sialyltransferase (Hatakeyama et al., 2005),
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were maintained in 5% NCS-MEM supplemented with
puromycin (2 pg/ml). AX4/PB2 cells (AX4 cells stably
expressing the PB2 protein derived from A/Puerto Rico/8/34
[HIN1, PR8], established by transduction with a retroviral
vector (Ozawa et al., 2011) were maintained in 5% NCS-
MEM supplemented with puromycin (2 pg/ml.) and blasti-
cidin (10 pg/mL). All cells were maintained in a humidified
incubator at 37° C. in 5% CO,.

Plasmid-driven reverse genetics. The wild-type PR8 and
PB2-KO viruses used in this study were engineered by using
reverse genetics, as previously described (Neumann et al.,
1999). For expression of viral RNA (VRNA), plasmids
contained the cloned cDNAs of PR8 genes between the
human RNA polymerase I promoter and the mouse RNA
polymerase 1 terminator (referred to as Poll plasmids). A
plasmid [pPolIPB2(120)GFP(120)] was constructed to
replace the Poll plasmid encoding the PB2 segment and
contained the A/WSN/33(H1N1)-derived 3' PB2 noncoding
region, 120 nucleotides that correspond to the PB2-coding
sequence at the 3' end of the VRNA followed by the
GFP-coding sequence, 120 nucleotides that correspond to
the PB2-coding sequence at the 5' end of the vVRNA, and
finally the 5' PB2 noncoding region (Muramoto et al., 2006).
To generate the PB2-KO virus, pPollPB2(120)GFP(120)
and the remaining 7 Poll plasmids were cotransfected into
293T cells along with eukaryotic protein expression plas-
mids for PB2, PB1, PA, and NP derived from A/WSN/33 by
use of the TransIT 293 transfection reagent (Mirus, Madi-
son, Wis.), following the manufacturer’s instructions. At 48
hours post-transfection, the supernatants containing the PR8
or PB2-KO virus were harvested and inoculated into 10-day-
old embryonated chicken eggs or AX4/PB2 cells, respec-
tively. Both viruses were titrated by use of plaque assay with
AX4/PB2 cells.

Preparation of formalin-inactivated virus. Egg-propa-
gated PR8 viruses were concentrated and purified by ultra-
centrifugation of the infected allantoic fluid through a 10%
to 50% sucrose density gradient and resuspended in phos-
phate-buffered saline (PBS). Formalin (final concentration,
0.1%) was added to inactivate the purified PR8 virus at 4°
C. for 1 week. Inactivation of the virus was confirmed by
passaging viruses twice in MDCK cells and examining the
cytopathic effect or lack thereof.

Experimental infection of mice with PB2-KO virus. To
test the safety of the PB2-KO virus in mice, six 4-week-old
female BALB/c mice were intranasally inoculated with 10°
PFU/mouse of the virus. The body weight and survival of the
infected mice were monitored daily for 14 days postinocu-
lation. Also, on days 1, 3, and 6 postinoculation, lungs and
nasal turbinates from the inoculated mice were harvested,
homogenized, and subjected to plaque assays to detect the
presence of virus.

Immunization and protection test. Eight-, six-, or four-
week-old female BALB/c mice (3 mice per group) were
anesthetized with isoflurane and intranasally inoculated with
50 ul of medium (MEM-containing 0.3% bovine serum
albumin fraction V), formalin-inactivated PR8 (64 hemag-
glutination units, which is equivalent to 10° PFU of the
PB2-KO virus), or PB2-KO virus (10° PFU) once, twice, or
three times at 2-week intervals, respectively. Three weeks
after the final inoculation, mice were intranasally challenged
with 0.5 or 5 50% mouse lethal doses (MLDs,) of PR8 virus.
On days 3 and 6 postinfection, lungs and nasal turbinates of
mice (3 mice per group) were collected, homogenized in 1
ml of PBS by using TissuelLyser II (Qiagen, Valencia,
Calif.), and clarified by low-speed centrifugation (5,000 rpm
for 10 minutes at 4° C.). Virus titers in homogenates were
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determined by using plaque assays with AX4/PB2 cells. The
body weight and survival of the remaining challenged mice
(3 mice per group) were monitored daily for 14 days.

Detection of virus-specific antibodies. Sera from mice (3
mice per group) were obtained via mandibular vein bleeding
prior to each immunization and via the femoral artery 1 day
before challenge. Nasal wash and bronchoalveolar lavage
(BAL) fluid samples (3 mice per group) were also obtained
1 day before challenge from mice sacrificed by cervical
dislocation. Incisions were made to insert a cannula into the
trachea. The lungs were then perfused with 1 ml of PBS by
using a syringe. The lavage fluid was recovered and stored
in microtubes on ice. Nasal wash was collected by passing
400 pl of PBS through the nasal cavity. IgG and IgA
antibodies in the sera, nasal washes, and BAL fluid samples
were detected by using an enzyme-linked immunosorbent
assay (ELISA) as previously described (Kida et al., 1982).
Each well was coated with purified PR8 disrupted with 0.05
M Tris-HC1 (pH 7.8) containing 0.5% Triton X-100 and 0.6
M KCIl. After incubation of the virus-coated plates with the
test samples, IgA and IgG antibodies in the samples were
detected by use of goat anti-mouse IgA or IgG antibodies
conjugated to horseradish peroxidase (Kirkegaard & Perry
Laboratories, Inc., Gaithersburg, Md.). Neutralizing anti-
body titers in sera of immunized mice were also evaluated
as previously described (Iwatsuki-Horimoto et al., 2011).
Briefly, virus (100 50% tissue culture infectious doses
[TCID,,]) was incubated with 2-fold serial dilutions of
receptor-destroying enzyme-treated sera for 30 minutes at
33° C., and the mixtures were added to confluent MDCK
cells on 96-well microplates to determine the neutralizing
activity.

IFA for detection of antibodies against GFP. 293 cells
grown in 35-mm glass-bottom dishes (Asahi Techno Glass)
were transfected with a plasmid expressing GFP and incu-
bated for 48 hours prior to the immunofluorescence assay
(IFA). Cells were fixed in PBS containing 4% paraformal-
dehyde (Wako Pure Chemical Industries Ltd.) for 15 min
and prmeabilized with 0.1% Triton X-100 for 5 minutes.
They were incubated for 1 hour with 20-fold-diluted serum
collected from mice mock immunized with medium or
immunized with formalin-inactivated PR8 or with the PB2-
KO virus. Anti-GFP antibody (clone GFP-20; Sigma-Al-
drich)-treated cells served as a positive control. All cells
were then further incubated for 1 hour with an Alexa Fluor
594-labeled goat anti-mouse secondary antibody (Invitro-
gen) and Hoechst 33342 (Invitrogen) for the detection of
GFP antibody and nuclear staining, respectively. Samples
were observed under a confocal laser microscope
(LSM510META; Carl Zeiss, Jena, Germany).

Results

Characterization of the PB2-KO virus in mice. The PB2-
KO virus was replication incompetent in AX4 cells but
yielded high titers similar to those of PR8 in AX4/PB2 cells.
To determine whether the PB2-KO virus could serve as an
influenza vaccine, its safety profile was assessed in mice by
intranasally inoculating each mouse with the PB2-KO virus
(10° PFU in 50 uL) and monitoring body weight for 2 weeks.
Mice steadily achieved stable growth increments and
appeared unperturbed by PB2-KO virus infection (data not
shown). Lungs and nasal turbinates obtained on days 1, 3,
and 6 postinoculation were homogenized and subjected to
plaque assays in AX4/PB2 cells to assess the growth of the
PB2-KO virus in mice. No plaques were detected from
organs of mice infected with the PB2-KO virus, whereas a
high virus titer (10 PFU/g) was found in lung tissue of mice
infected with 10° PFU of PR8 virus. These results indicate
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that the PB2-KO virus did not grow in mice and that
reversion to a replication-competent virus did not occur.

Virus-specific antibody responses in mice inoculated with
the PB2-KO virus. The level of antibody responses elicited
by the PB2-KO virus was examined in mice that were
intranasally inoculated with the PB2-KO virus once, twice,
or three times at 2-week intervals. For comparison, mice
were also mock immunized with medium or immunized
with formalin-inactivated PRS8 virus at a dose equivalent to
10° PFU of the PB2-KO virus. Sera were collected at various
time points to determine the presence of different levels of
antibodies over time. Also, at 3 weeks after the final inocu-
lation, the levels of IgG and IgA antibodies against PRS8 in
the sera, nasal washes, and BAL fluid samples were exam-
ined by using an ELISA (FIG. 8). Neither the IgG nor the
IgA response in any sample was appreciable in mice inocu-
lated with medium. In contrast, mice immunized with the
formalin-inactivated PR8 and PB2-KO viruses exhibited a
time-dependent increase in serum IgG and IgA levels. After
three immunizations, similar antibody levels were detected
in both inactivated virus- and PB2-KO virus-immunized
mice. Interestingly, when mice were immunized once or
twice, significantly higher serum IgG or IgA titers, respec-
tively, were observed in PB2-KO virus-immunized mice
than in mice immunized with the formalin-inactivated virus
(FIG. 8, top panel). In nasal washes of mice inoculated with
PB2-KO virus twice and in BAL fluids of mice inoculated
once and twice, IgG and IgA levels were significantly higher
than those in mice inoculated with the formalin-inactivated
virus (FIG. 8, middle and bottom panels, respectively).
Thus, PB2-KO virus efficiently induced IgG and IgA anti-
body responses in this murine model. Sera obtained from
mice mock immunized with medium had no neutralizing
antibodies, whereas those from PB2-KO-treated mice had
neutralizing antibody titers of 1:16, which was approxi-
mately 2-fold higher than that in mice treated with inacti-
vated virus (data not shown). Neutralizing activities were
not detected in any nasal wash sample or BAL fluid (data not
shown).

Vaccine efficacy of the PB2-KO virus. To assess the
vaccine efficacy of the PB2-KO virus, mice were challenged
with 0.5 or 5 MLD;,, of PRS8 virus. The former challenge
dose was tested to mimic natural infections, in which
individuals are usually infected with a relatively low virus
dose (certainly not a lethal dose).

(1) Body weight changes and survival of immunized mice
after challenge. To assess the vaccine efficacy of the PB2-
KO virus, body weight changes and survival of mice immu-
nized with the PB2-KO virus were examined after they were
challenged with the PR8 virus. Mice mock immunized with
medium and challenged with 0.5 MLDs, of PR8 experi-
enced substantial body weight loss, which they subsequently
recovered (FIG. 7, left panels). On the other hand, all mice
mock immunized with medium and challenged with 5
MLD,, of PR8 showed substantial body weight loss and
died at approximately 1 week postinfection (FIG. 2, right
panels). Mice immunized once with the formalin-inactivated
or PB2-KO virus experienced weight loss (15%) after each
challenge dose (FIG. 7A). It is noteworthy that 100% of
mice immunized once with the PB2-KO virus survived,
whereas one out of three mice immunized once with the
formalin-inactivated virus died on day 8 postinfection after
being challenged with 5 MLDs, of the PR8 virus (data not
shown). All mice immunized twice and three times with the
inactivated and PB2-KO viruses survived without any
appreciable body weight loss (FIG. 7B and C).
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(ii) Virus replication in lungs and nasal turbinates. To
evaluate virus replication in the lungs and nasal turbinates of
mice immunized with the PB2-KO virus, both organs were
collected on days 3 and 6 post-challenge with the PRS virus.
FIG. 9A-9H shows the extent of virus replication in these
organs. The PR8 virus replicated to a high titer in the lungs
and nasal turbinates of all mock-immunized mice. Although
the potency of the PB2-KO vaccine was similar to that of the
formalin-inactivated vaccine in mice immunized once, in
mice that received two or three vaccinations, the PB2-KO
vaccine was more efficacious than the formalin-inactivated
vaccine, with virus titers in both organs being considerably
lower in mice immunized with the former than in those
immunized with the latter. Taken together, these results
indicate that the PB2-KO virus has better potency as an
influenza vaccine than the formalin-inactivated virus.

Detection of antibodies against GFP in mice inoculated
with the PB2-KO virus. Finally, it was determined whether
the PB2-KO virus could induce antibodies against GFP,
because the PB2-KO virus used here possesses the GFP gene
in its PB2-coding region and GFP was expressed in PB2-KO
virus-infected culture cells (data not shown). The detection
of an anti-GFP antibody in the sera of mice inoculated with
the PB2-KO virus would suggest the potential for this
system as a platform for the development of an influenza
virus-based multivalent vaccine. Therefore, sera was col-
lected from mice on day 3 postchallenge and tested them in
an IFA. GFP was not detected with sera from mock-immu-
nized mice or from those immunized with the inactivated
vaccine (FIG. 10A-10D); however, sera from mice immu-
nized with the PB2-KO virus, as well as a commercial
anti-GFP antibody (which served as a positive control),
detected GFP expression. These results indicate that an
antibody against GFP was induced in mice immunized with
the PB2-KO virus, suggesting the potential application of
the PB2-KO virus as a multivalent vaccine.

Discussion

Here, it was demonstrated that a replication-incompetent
PB2-KO virus elicits virus-specific protective antibody
responses and that this virus also induces antibodies against
the reporter protein encoded in the coding region of its PB2
segment. In particular, the PB2-KO vaccine protected mice
from lethal challenge with HIN1 PR8 virus, suggesting the
potential of this vaccine against influenza A infection. The
ability to detect antibody against GFP in sera of mice
inoculated with PB2-KO virus suggested that if the reporter
gene, or GFP in this case, were to be replaced with the
antigenic region of another pathogen, mice inoculated with
the recombinant virus will express antibodies against this
secondary pathogen; in turn suggesting its potential as a
multivalent vaccine. Therefore, replication-incompetent
PB2-KO virus can serve as a platform for an influenza
vaccine as well as for a multivalent vaccine if the PB2-
coding region is replaced with the antigenic portion of
another pathogen.

Inactivated and live-attenuated vaccines including gene
knock-out viruses have been reported to successfully immu-
nize mice against lethal influenza infections. The M2-KO
virus lacking transmembrane and cytoplasmic tail domains
efficiently replicates in M2-expression cells and demon-
strates potential as a live attenuated vaccine (Watanabe et al.,
2009). The HA-KO was also shown to undergo multiple
replication cycles in cells that constitutively express the HA
protein (Martinez-Sobrido et al., 2010); however, large
quantities of viruses yielding sufficient HA protein in high
titers seem to be required for protective efficacy. The stable
incorporation and maintenance of the reporter gene has not
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been studied in the M2-KO or HA-KO systems. Previously,
it was demonstrated that replication-incompetent virus-like
particles (VLPs) efficiently elicit mucosal and systemic
immune responses in a murine model. VLPs that lack NS2
protect mice against various lethal doses of influenza viruses
(Watanabe et al., 2002). However, the absence of a cell line
that constitutively expresses NS2 precludes the efficient
production of sufficient VLPs to elicit protective efficacy.

In contrast to the M2-KO, HA-KO and/or VLPs described
above, PB2-KO virus could be prepared in a cell line that
expressed PB2, yielded high titers, and stably incorporated
and maintained a GFP gene during virus replication (Ozawa
et al., 2011). These data clearly establish the feasibility of
using this system for efficient vaccine production

Safety is of utmost importance when the potential use of
viruses as vaccines is concerned. Both live attenuated and
most inactivated influenza vaccines are currently propagated
in embryonated chicken eggs, although cell-based vaccines
have been licensed in Europe. Since a prerequisite for
successful egg-based vaccine propagation is the selection of
variants adapted to embryonated chicken eggs at the time of
implementation, the virus in the vaccine may be slightly
different from the circulating viruses in terms of antigenicity
(Fulvini et al., 2011; Hardy et al., 1995; Robertson, 1993).
Because of the propensity of egg proteins in these vaccines
to induce allergies, parenterally administered inactivated
vaccines produced in eggs are associated with adverse or
anaphylactic reactions in some individuals (Halperin et al.,
2002). An added complication is the possible depletion of
chicken stocks in the event of an outbreak of a highly
pathogenic avian influenza pandemic, which could compro-
mise mass vaccine production (Hampson, 2008).

In contrast, cell-based alternatives offer several advan-
tages over conventional egg-based vaccine propagation.
Manufacturing capacity can be readily scaled up in propor-
tion to demand. In addition, unlike for viruses grown in
eggs, the antigenicity of viruses grown in cells matches that
in animals and humans (Katz et al., 1990; Robertson et al.,
1991).

A cell line was established that stably expresses PB2 and
PB2-KO virus efficiently replicated in this cell line (i.e., at
a level comparable to that for wild-type virus) (Ozawa et al.,
2011). In cells that do not express PB2 in trans, replication-
incompetent PB2-KO virus only undergoes a single cycle of
replication and will not result in the formation of infectious
particles; thus PB2-KO virus induces a protective antibody
response without allowing the replication of infectious virus.
Therefore, a cell-based PB2-KO vaccine eliminates various
obstacles to vaccine preparation and deliver.

Furthermore, knocking out the PB2 gene renders the PR8
influenza virus replication incompetent with no evidence of
recombination between the recombinant PB2 vRNA and the
PB2 protein mRNA even upon multiple replication cycles.

A formalin-inactivated vaccine efficiently protected mice
from challenges with lethal doses of the PR8 virus by
eliciting immune responses (FIGS. 7-9). However, even
though the outcomes in terms of survival and body weight
loss were similar for mice immunized with the formalin-
inactivated vaccine and those immunized with the PB2-KO
vaccine (FIG. 7), the virus titers in the lungs and nasal
turbinates of the mice immunized with the former vaccine
were higher than in those in mice immunized with the latter
(FIG. 9). This finding likely reflects differences in the levels
of immune responses (FIG. 8). It is also plausible that
cytotoxic T lymphocyte (CTL) responses were activated by
the PB2-KO virus but not by the formalin-inactivated virus,
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since inactivated antigens are thou& not to induce CTL
responses, although CTL responses were not examined in
this study.

By definition, a multi-valent or poly-valent vaccine refers
to a vaccine designed to elicit an immune response to more
than one infectious agent or to several different antigenic
determinants of a single agent. Based on the fact that other
reporter genes and the HA and NA genes of different virus
strains can be accommodated by the PB2-KO virus, the
design and manufacturing of a multi-valent vaccine is made
feasible. As a result, it is conceivable that the PB2-KO
vaccine may confer protection against several different
antigenic strains of influenza, or subtypes of influenza
and/or other pathogens. An added advantage includes the
possibility of mucosal delivery of vaccine precluding the use
of needles for subcutaneous injection of vaccine and so
forth.

In conclusion, given that the PB2-KO virus elicited effec-
tive immune responses, induced antibodies against the prod-
uct of a reporter gene encoded in its PB2 segment, is easily
propagated, and can be safely administered as a vaccine, the
PB2-KO virus represents a credible, safe, and efficacious
vaccine candidate.

EXAMPLE IV

Streptococcus pneumoniae is a respiratory pathogen that
causes secondary bacterial infection following influenza
virus infection, which is associated with elevated mortality
in the elderly. Parainfluenza viruses, such as respiratory
syncytial virus and human parainfluenza virus type 1, are
respiratory pathogens that cause severe manifestations in
infants. No vaccines are currently available for parainflu-
enza virus. The PB2-KO virus could be used as a multivalent
vaccine because an antibody against the reporter gene prod-
uct (GFP in this case) encoded in the coding region of the
PB2 segment was induced in place of authentic PB2 (FIG.
10A-10D). If major antigens of pathogens are similarly
encoded in the coding region of the PB2 segment, the
PB2-KO virus could induce immune responses against those
antigens as well as against influenza viral proteins, thereby
protecting infants and the elderly from these serious respi-
ratory diseases.

FIG. 11 shows expression of PspA of Streprococcus
preumonia and influenza virus antigen in cells having
PB2-KO-PspA, and expression of influenza virus antigen in
cells having PB2-KO-GFP. PB2-KO-Psp A has growth kinet-
ics similar to wild-type influenza virus in cells that express
PB2 in trans but is unable to expand in cells that do not
express PB2 in trans (FIG. 12).

Mice infected with PB2-KO-PspA or PB2-KO-GFP have
influenza specific IgG and IgA in sera, BAL and nasal
washes (FIG. 13), and mice infected with PB2-KO-PspA,
but not PB2-KO-GFP, have pneumococcal specific 1gG in
sera (FIG. 14), and BAL and nasal washes (FIG. 15).

Mice immunized three times with PB2-KO-PspA sur-
vived challenge with influenza virus (FIG. 16) and Strepto-
coccus pneumonia (F1G. 19). Influenza virus in the control
and immunized mice could be detected in nasal turbinates
and lung at day 3 post-challenge (FIG. 17). Post-challenge,
bacterial load was reduced in PB2-KO-PspA, but not PB2-
KO-GFP, immunized mice (FIG. 18).
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SEQUENCE LISTING

<160> NUMBER OF SEQ ID NOS: 16

<210> SEQ ID NO 1
<211> LENGTH: 2233

<212> TYPE:
<213> ORGANISM: Artificial

DNA

<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide

<400> SEQUENCE: 1

agcgaaagca

attgtcgage

aacaaatttg

ttcatcaatg

aagcacagat

agtatttgca

aaggagaata

gaaaaggcca

gaagaaatgg

accagactat

cagtccgaga

aagcttgeceg

gtggatggat

gtaaatgcta

gggccteect

gaggacccaa

acattctttyg

aattatcttce

aaaattccaa

aacatggcac

tatgatagtg

aaggcatgeg

gctccaatty

tgcagagcca

tcttgtgeag

dagggaaggce

aatgacaccyg

gaaccacata

gccataggee

attaaaatga

gagagtatga

gagaacaaat

attgggaagg

ccacaactag

ggtactgatc

ttgcggaaaa

cagcaatatg

agcaaggcga

ttgaaataat

acactacagg

gattcatcga

ataaaattaa

ccacaaaggc

tcaccataag

daggagaaga

accaaagtct

tcgaaccgaa

gaattgaacc

gttctcageyg

gtcatgaagg

gatggaagga

tgtcatggaa

agactaaaaa

cagaaaaggt

atgaaccaga

aactgacaga

aacacattge

cagaatacat

caatggatga

gaaagaccaa

acgtggtaaa

aatgggagaa

aggtttcaag

aatggggaat

ttgaagctga

cagaaacatg

tctgcaggac

aaggattttc

caaaatggaa

aacaatgaaa

cactcacttg

gtcaataatc

cgagggaaga

ggctgagaaa

aattggagta

atctgagaaa

agactacact

acaagaaatg

gacaattgaa

ccegecgaac

cggctacatt

ttttttgaaa

gtccaaattce

agagggaata

acccaatgtt

gcaagtactyg

tatgaagaaa

agactttgac

attgaggtcg

ttcaagctygyg

aagcatgaga

aatgaaggga

tttccaatta

cttgtatggt

ctttgtgage

gtactgtgtt

geccatgtte

ggagatgagg

gtcetetgte

geccattgga

tttattagca

agctgaatca

Sequence

gattttgtge

gagtatgggg

gaagtatgcet

gtagaacttyg

gatcgcacaa

ccaaagttte

acaaggagag

acacacatcc

ctcgatgaag

gccagcagag

gaaaggtttyg

ttcteccagee

gagggcaagc

acaacaccac

ctgctgatgyg

ccgcetatatg

gttaaaccac

gcagaactge

acaagtcagc

gactgtaaag

cttgcaagtt

atagagcteg

aggaattatt

gtgtacatca

attccaatga

ttcatcataa

atggagtttt

cttgagatag

ttgtatgtga

cgttgectee

aaagagaaag

gagtccccca

aagtcggtat

agaaaactgc

gacaatgcett

aggacctgaa

tcatgtatte

gtgatccaaa

tggcctggac

taccagattt

aagttcacat

acattttcte

aaagcagggce

gectetggga

aaatcacagg

ttgaaaattt

tgtctcaaat

gaccacttag

atgccttaaa

atgcaatcaa

acgaaaaggg

aggacattga

taaagtgggce

atgtaggtga

ggattcagaa

atgagattgg

tcacatcaga

atactgeett

taagcaagtyg

aaggaagatc

ctctcactga

gagatatgct

gaacaaatgg

tccagtcact

acatgaccaa

aaggagtgga

tcaacagett

ttettategt

caatccgatg

aatcgaaaca

agattttcac

tgcacttttyg

agtagtaaac

gtatgattac

atactatctg

gttcactggg

taggatcaaa

ttectttegt

aacaatgcge

tagagcctat

gtccaaagaa

acttccgaat

attaagcatt

atgcatgaga

aataaatcca

gaatgaggag

acttggtgag

tttgaagcaa

tgagtttaac

agaagatgtg

ggtgtctcac

gcttaatgca

tagaactaag

ccacttaagyg

cccaagactt

tataagaagt

aacctcaaaa

tcaacaaatt

agagttettt

ggaaagttce

gtatgcatct

tcaggetett

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040
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agggacaacc

tgcctgatta

catgcattga

ccttgtttet

tggaacctgg gacctttgat cttgggggge tatatgaage aattgaggag

atgatccctyg ggttttgett aatgettett ggttcaacte cttecttaca

gttagttgtyg gcagtgctac tatttgctat ccatactgtc caaaaaagta

act

<210> SEQ ID NO 2
<211> LENGTH: 2341

<212> TYPE:

DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide

<400> SEQUENCE: 2

agcgaaagca

ccagcacaaa

gggacaggaa

ggaagatgga

ctgccagaag

getttecttyg

gttgttcage

ctaaatagaa

aatggcctca

tcaatgaaca

gacaatatga

aacaaaagga

agagggaagc

tactttgttyg

gttggaggca

tctcaggaca

cagaatccte

ttcagaaatg

aaagggtata

ctagcaagca

cgaccgetet

aatatgttaa

aagactactt

gcacccaatce

cttggaatca

acaagttttt

ggggtgtetg

aatatgataa

aaagattaca

tcatttgaaa

ggcaaaccat

atgctataag

caggatacac

caacaaacac

acaatgaacc

aggaatccca

aaacacgagt

accaacctge

cggccaatga

aagaagaaat

ctaagaaaat

gttatctaat

taaaacggag

agacactgge

atgagaagaa

ccgaacttte

ggatgttttt

ttctaagtat

tgtttgagag

tcgatttgaa

taatagaggg

gcactgtatt

actggtggga

atgaagggat

atatgagcaa

tctategtta

ggatcaacga

acaatgatct

ggtacacgta

taaagaaact

ttgaatggat

cacaactttce

catggatact

cgaaactgga

aagtggttat

tcetggtatt

agacaagctg

tgcaacagca

gtctggaagg

ggggatcaca

gataacacag

tagagcattg

agcaattgca

aaggagtata

agcaaagttg

tttcaccatc

ggccatgatce

tgctccaata

caagagtatg

atatttcaat

gactgcatca

aggcgtcetee

tggtcttcaa

tcaagccgga

gaaaaagtct

tgggtttgtt

gtcageggac

tggtccageca

ccgatgecat

gtgggagcaa

gtcaatccga

ccttatactg

gtcaacagga

gcaccgcaac

gcccaaacag

tttgaaaact

acacaaggcc

ttggccaaca

ctcatagact

actcattttce

agaacaatgg

accctgaaca

accccaggga

tgtgagaaac

gcaaatgttyg

actggagata

acatatatga

atgttctcaa

aaacttagaa

gattcaacaa

ttgagcccetyg

atcctgaatce

tcctetgacy

gtcgacaggt

tacataaaca

gccaatttca

atgagtattg

acagctcaaa

ataggtgaca

accecgtteca

ccttactttt cttaaaagtyg

gagaccctcee ttacagccat

cacatcagta ctcagaaaag

tcaacccgat tgatgggeca

attgtgtatt ggaggcgatg

cgtgtattga aacgatggag

gacagaccta tgactggact

caatagaagt gttcagatca

tccttaagga tgtaatggag

agagaaagag acgggtgaga

gtaaaaagaa gcagagattg

caatgaccaa agatgctgag

tgcaaataag ggggtttgta

ttgaacaatc agggttgcca

taaggaagat gatgaccaat

acaccaaatg gaacgaaaat

ccagaaatca gcccgaatgg

acaaaatggc gagactggga

ctcaaatacc tgcagaaatg

gaaagaagat tgaaaaaatc

gaatgatgat gggcatgttc

ttggacaaaa gagatacacc

attttgctct gattgtgaat

tttatcgaac ctgtaagcta

gaacaggtac atttgaattc

gcatggagcet tcccagtttt

gagttactgt catcaaaaac

tggcccttca gttgttcate

cacaaataca aacccgaaga

aagctggact getggtetee

2100

2160

2220

2233

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800
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-continued
gacggaggcc caaatttata caacattaga aatctccaca ttcctgaagt ctgcctaaaa 1860
tgggaattga tggatgagga ttaccagggg cgtttatgca acccactgaa cccatttgtce 1920
agccataaag aaattgaatc aatgaacaat gcagtgatga tgccagcaca tggtccagcce 1980
aaaaacatgg agtatgatgc tgttgcaaca acacactcct ggatccccaa aagaaatcga 2040
tccatcttga atacaagtca aagaggagta cttgaggatg aacaaatgta ccaaaggtgc 2100
tgcaatttat ttgaaaaatt cttccccage agttcataca gaagaccagt cgggatatcc 2160
agtatggtgg aggctatggt ttccagagcc cgaattgatg cacggattga tttcgaatct 2220
ggaaggataa agaaagaaga gttcactgag atcatgaaga tctgttccac cattgaagag 2280
ctcagacggc aaaaatagtg aatttagctt gtceccttcatg aaaaaatgcce ttgtttctac 2340
t 2341
<210> SEQ ID NO 3
<211> LENGTH: 2341
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 3
agcgaaagca ggtcaattat attcaatatg gaaagaataa aagaactacyg aaatctaatg 60
tcgcagtete gcaccecgega gatactcaca aaaaccaccyg tggaccatat ggccataate 120
aagaagtaca catcaggaag acaggagaag aacccagcac ttaggatgaa atggatgatg 180
gcaatgaaat atccaattac agcagacaag aggataacgg aaatgattcc tgagagaaat 240
gagcaaggac aaactttatg gagtaaaatg aatgatgccg gatcagaccg agtgatggta 300
tcacctcetgg ctgtgacatg gtggaatagg aatggaccaa taacaaatac agttcattat 360
ccaaaaatct acaaaactta ttttgaaaga gtcgaaagge taaagcatgg aacctttgge 420
cctgtecatt ttagaaacca agtcaaaata cgtcggagag ttgacataaa tcctggtcat 480
gcagatctca gtgccaagga ggcacaggat gtaatcatgg aagttgtttt cectaacgaa 540
gtgggagcca ggatactaac atcggaatcg caactaacga taaccaaaga gaagaaagaa 600
gaactccagyg attgcaaaat ttctectttg atggttgcat acatgttgga gagagaactg 660
gteccgcaaaa cgagattcct cccagtggcet ggtggaacaa gcagtgtgta cattgaagtg 720
ttgcatttga ctcaaggaac atgctgggaa cagatgtata ctccaggagyg ggaagtgagg 780
aatgatgatg ttgatcaaag cttgattatt gctgctagga acatagtgag aagagctgca 840
gtatcagcag atccactage atctttattg gagatgtgcc acagcacaca gattggtgga 900
attaggatgg tagacatcct taggcagaac ccaacagaag agcaagccgt ggatatatge 960
aaggctgcaa tgggactgag aattagctca tccttcagtt ttggtggatt cacatttaag 1020
agaacaagcg gatcatcagt caagagagag gaagaggtgce ttacgggcaa tcttcaaaca 1080
ttgaagataa gagtgcatga gggatatgaa gagttcacaa tggttgggag aagagcaaca 1140
gccatactca gaaaagcaac caggagattg attcagctga tagtgagtgg gagagacgaa 1200
cagtcgattg ccgaagcaat aattgtggcc atggtatttt cacaagagga ttgtatgata 1260
aaagcagtca gaggtgatct gaatttcgtc aatagggcga atcaacgatt gaatcctatg 1320
catcaacttt taagacattt tcagaaggat gcgaaagtgc tttttcaaaa ttggggagtt 1380
gaacctatcg acaatgtgat gggaatgatt gggatattgc ccgacatgac tccaagcatc 1440
gagatgtcaa tgagaggagt gagaatcagc aaaatgggtg tagatgagta ctccagcacyg 1500
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-continued
gagagggtag tggtgagcat tgaccgtttt ttgagaatcc gggaccaacg aggaaatgta 1560
ctactgtctce ccgaggaggt cagtgaaaca cagggaacag agaaactgac aataacttac 1620
tcatcgtcaa tgatgtggga gattaatggt cctgaatcag tgttggtcaa tacctatcaa 1680
tggatcatca gaaactggga aactgttaaa attcagtggt cccagaaccc tacaatgcta 1740
tacaataaaa tggaatttga accatttcag tctttagtac ctaaggccat tagaggccaa 1800
tacagtgggt ttgtaagaac tctgttccaa caaatgaggg atgtgcttgg gacatttgat 1860
accgcacaga taataaaact tcettccectte gcagecgetce caccaaagca aagtagaatg 1920
cagttctecct catttactgt gaatgtgagg ggatcaggaa tgagaatact tgtaaggggc 1980
aattctecctg tattcaacta taacaaggcc acgaagagac tcacagttct cggaaaggat 2040
gctggcactt taactgaaga cccagatgaa ggcacagctg gagtggagtc cgctgttcetg 2100
aggggattcc tcattctggg caaagaagac aagagatatg ggccagcact aagcatcaat 2160
gaactgagca accttgcgaa aggagagaag gctaatgtgce taattgggca aggagacgtg 2220
gtgttggtaa tgaaacggaa acgggactct agcatactta ctgacagcca gacagcgacce 2280
aaaagaattc ggatggccat caattagtgt cgaatagttt aaaaacgacc ttgtttctac 2340
t 2341
<210> SEQ ID NO 4
<211> LENGTH: 1565
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 4
agcaaaagca gggtagataa tcactcactg agtgacatca aaatcatggce gtctcaagge 60
accaaacgat cttacgaaca gatggagact gatggagaac gccagaatgce cactgaaatce 120
agagcatcceg tcggaaaaat gattggtgga attggacgat tctacatcca aatgtgcace 180
gaactcaaac tcagtgatta tgagggacgg ttgatccaaa acagcttaac aatagagaga 240
atggtgctet ctgcttttga cgaaaggaga aataaatacc ttgaagaaca tcccagtgcg 300
gggaaagatc ctaagaaaac tggaggacct atatacagga gagtaaacgg aaagtggatg 360
agagaactca tcctttatga caaagaagaa ataaggcgaa tctggcgceca agctaataat 420
ggtgacgatyg caacggctgg tctgactcac atgatgatct ggcattccaa tttgaatgat 480
gcaacttatc agaggacaag agctcttgtt cgcaccggaa tggatcccag gatgtgetcet 540
ctgatgcaag gttcaactct ccctaggagg tctggagecyg caggtgctge agtcaaagga 600
gttggaacaa tggtgatgga attggtcaga atgatcaaac gtgggatcaa tgatcggaac 660
ttetggaggyg gtgagaatgg acgaaaaaca agaattgctt atgaaagaat gtgcaacatt 720
ctcaaaggga aatttcaaac tgctgcacaa aaagcaatga tggatcaagt gagagagagc 780
cggaacccag ggaatgctga gttcgaagat ctcactttte tagcacggte tgcactcata 840
ttgagagggt cggttgctca caagtcctge ctgectgect gtgtgtatgg acctgecgta 900
geccagtgggt acgactttga aagggaggga tactctctag tcggaataga ccectttcaga 960
ctgcttcaaa acagccaagt gtacagecta atcagaccaa atgagaatcce agcacacaag 1020
agtcaactgg tgtggatggc atgccattct gccgcatttg aagatctaag agtattaagc 1080
ttcatcaaag ggacgaaggt gctcccaaga gggaagcttt ccactagagg agttcaaatt 1140
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gettccaatyg aaaatatgga gactatggaa tcaagtacac ttgaactgag

tgggccataa ggaccagaag tggaggaaac accaatcaac agagggcatc

atcagcatac aacctacgtt ctcagtacag agaaatctcce cttttgacag

atggcagcat tcaatgggaa tacagagggg agaacatctg acatgaggac

aggatgatgg aaagtgcaag accagaagat gtgtctttee aggggegggg

ctcteggacyg aaaaggcage gageccgate gtgecttect ttgacatgag

tcttatttet tcggagacaa tgcagaggag tacgacaatt aaagaaaaat

ctact

<210>
<211>
<212>
<213>
<220>
<223>

<400>

SEQ ID NO 5

LENGTH: 1027

TYPE: DNA

ORGANISM: Artificial Sequence

FEATURE:

OTHER INFORMATION: A synthetic oligonucleotide

SEQUENCE: 5

agcaaaagca ggtagatatt gaaagatgag tcttctaacc gaggtcgaaa

ctctatcate cecgtcaggee ccctcaaage cgagatcgea cagagacttg

tgcagggaag aacaccgatc ttgaggttct catggaatgg ctaaagacaa

gtcacctetyg actaagggga ttttaggatt tgtgttcacg ctecaccgtge

aggactgcag cgtagacgct ttgtccaaaa tgcccttaat gggaacgggg

catggacaaa gcagttaaac tgtataggaa gctcaagagg gagataacat

caaagaaatc tcactcagtt attctgetgg tgcacttgec agttgtatgg

caacaggatyg ggggctgtga ccactgaagt ggcatttgge ctggtatgtg

acagattgct gactcccage atcggtetca taggcaaatg gtgacaacaa

aatcagacat gagaacagaa tggttttage cagcactaca gctaaggcta

ggctggatceg agtgagcaag cagcagaggce catggaggtt getagtcagg

ggtgcaagceg atgagaacca ttgggactca tcctagetee agtgetggte

tcttettgaa aatttgecagg cctatcagaa acgaatgggg gtgcagatge

gtgatcctcet cactattgec gcaaatatca ttgggatctt geacttgaca

ttgatcgtcet ttttttcaaa tgcatttace gtegetttaa atacggactg

cttctacgga aggagtgeca aagtctatga gggaagaata tcgaaaggaa

ctgtggatge tgacgatggt cattttgtca gecatagaget ggagtaaaaa

ttctact

<210>
<211>
<212>
<213>
<220>
<223>

<400>

SEQ ID NO 6

LENGTH: 890

TYPE: DNA

ORGANISM: Artificial Sequence

FEATURE:

OTHER INFORMATION: A synthetic oligonucleotide

SEQUENCE: 6

agcaaaagca gggtgacaaa aacataatgg atccaaacac tgtgtcaage

attgctttet ttggcatgte cgcaaacgag ttgcagacca agaactaggce

tccttgateg gettegecga gatcagaaat cectaagagg aaggggcagt

tggacatcaa gacagccaca cgtgctggaa agcagatagt ggageggatt

aagcaggtac
tgcgggccaa
aacaaccatt
cgaaatcata
agtcttcgag
taatgaagga

acccttgttt

cgtacgtact

aagatgtcett

gaccaatcct

ccagtgageg

atccaaataa

tccatgggge

gectcatata

caacctgtga

ccaatccact

tggagcaaat

ctagacaaat

tgaaaaatga

aacggttcaa

ttgtggatte

aaaggagggc

cagcagagtyg

actaccttgt

tttcaggtag

gatgccccat

actcteggte

ctgaaagaag

1200

1260

1320

1380

1440

1500

1560

1565

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1027

60

120

180

240
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aatccgatga ggcacttaaa atgaccatgg cctetgtace tgegtcegegt tacctaactg 300
acatgactct tgaggaaatg tcaagggact ggtccatget catacccaag cagaaagtgg 360
caggcectet ttgtatcaga atggaccagg cgatcatgga taagaacatc atactgaaag 420
cgaacttcag tgtgattttt gaccggetgg agactctaat attgctaagyg gctttcaccg 480
aagagggagc aattgttggc gaaatttcac cattgcctte tcettcecagga catactgcetg 540
aggatgtcaa aaatgcagtt ggagtcctca tcggaggact tgaatggaat gataacacag 600
ttcgagtcete tgaaactcta cagagattcg cttggagaag cagtaatgag aatgggagac 660
ctccactcac tccaaaacag aaacgagaaa tggcgggaac aattaggtca gaagtttgaa 720
gaaataagat ggttgattga agaagtgaga cacaaactga agataacaga gaatagtttt 780
gagcaaataa catttatgca agccttacat ctattgettg aagtggagca agagataaga 840
actttctegt ttcagcttat ttagtactaa aaaacaccct tgtttctact 890
<210> SEQ ID NO 7
<211> LENGTH: 1775
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 7
agcaaaagca ggggaaaata aaaacaacca aaatgaaggce aaacctactyg gtcctgttat 60
gtgcacttge agctgcagat gcagacacaa tatgtatagg ctaccatgcg aacaattcaa 120
ccgacactgt tgacacagta ctcgagaaga atgtgacagt gacacactct gttaacctge 180
tcgaagacag ccacaacgga aaactatgta gattaaaagg aatagcccca ctacaattgg 240
ggaaatgtaa catcgccgga tggetcettgg gaaacccaga atgcgaccca ctgcettccag 300
tgagatcatg gtcctacatt gtagaaacac caaactctga gaatggaata tgttatccag 360
gagatttcat cgactatgag gagctgaggg agcaattgag ctcagtgtca tcattcgaaa 420
gattcgaaat atttcccaaa gaaagctcat ggcccaacca caacacaaac ggagtaacgg 480
cagcatgcte ccatgagggg aaaagcagtt tttacagaaa tttgctatgg ctgacggaga 540
aggagggcte atacccaaag ctgaaaaatt cttatgtgaa caaaaaaggyg aaagaagtcce 600
ttgtactgtg gggtattcat cacccgecta acagtaagga acaacagaat ctctatcaga 660
atgaaaatgc ttatgtctct gtagtgactt caaattataa caggagattt accccggaaa 720
tagcagaaag acccaaagta agagatcaag ctgggaggat gaactattac tggaccttge 780
taaaacccgg agacacaata atatttgagg caaatggaaa tctaatagca ccaatgtatg 840
ctttegecact gagtagaggce tttgggtceg geatcatcac ctcaaacgca tcaatgcatg 900
agtgtaacac gaagtgtcaa acacccctgg gagctataaa cagcagtctce ccttaccaga 960
atatacaccc agtcacaata ggagagtgcc caaaatacgt caggagtgcc aaattgagga 1020
tggttacagg actaaggaac attccgtcca ttcaatccag aggtctattt ggagccattg 1080
ccggttttat tgaaggggga tggactggaa tgatagatgg atggtatggt tatcatcatc 1140
agaatgaaca gggatcaggc tatgcagcgg atcaaaaaag cacacaaaat gccattaacg 1200
ggattacaaa caaggtgaac actgttatcg agaaaatgaa cattcaattc acagctgtgg 1260
gtaaagaatt caacaaatta gaaaaaagga tggaaaattt aaataaaaaa gttgatgatg 1320
gatttctgga catttggaca tataatgcag aattgttagt tctactggaa aatgaaagga 1380
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ctctggattt ccatgactca aatgtgaaga atctgtatga gaaagtaaaa agccaattaa 1440
agaataatgc caaagaaatc ggaaatggat gttttgagtt ctaccacaag tgtgacaatg 1500
aatgcatgga aagtgtaaga aatgggactt atgattatcc caaatattca gaagagtcaa 1560
agttgaacag ggaaaaggta gatggagtga aattggaatc aatggggatc tatcagattc 1620
tggcgatcta ctcaactgtc gccagttcac tggtgctttt ggtctccctg ggggcaatca 1680
gtttctggat gtgttctaat ggatctttgce agtgcagaat atgcatctga gattagaatt 1740
tcagagatat gaggaaaaac acccttgttt ctact 1775
<210> SEQ ID NO 8
<211> LENGTH: 1413
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 8
agcaaaagca ggggtttaaa atgaatccaa atcagaaaat aataaccatt ggatcaatct 60
gtectggtagt cggactaatt agcctaatat tgcaaatagg gaatataatc tcaatatgga 120
ttagccatte aattcaaact ggaagtcaaa accatactgg aatatgcaac caaaacatca 180
ttacctataa aaatagcacc tgggtaaagg acacaacttc agtgatatta accggcaatt 240
catctetttyg tcccatcegt gggtgggeta tatacagcaa agacaatagce ataagaattg 300
gttccaaagyg agacgttttt gtcataagag agccctttat ttcatgttcet cacttggaat 360
gcaggacctt ttttctgace caaggtgcct tactgaatga caagcattca agtgggactg 420
ttaaggacag aagcccttat agggccttaa tgagetgece tgteggtgaa gcteegtcece 480
cgtacaattc aagatttgaa tcggttgett ggtcagcaag tgcatgtcat gatggcatgg 540
gctggctaac aatcggaatt tcaggtccag ataatggagce agtggcetgta ttaaaataca 600
acggcataat aactgaaacc ataaaaagtt ggaggaagaa aatattgagyg acacaagagt 660
ctgaatgtge ctgtgtaaat ggttcatgtt ttactataat gactgatggce ccgagtgatg 720
ggctggecte gtacaaaatt ttcaagatcg aaaaggggaa ggttactaaa tcaatagagt 780
tgaatgcacc taattctcac tatgaggaat gttcctgtta cectgatacce ggcaaagtga 840
tgtgtgtgtyg cagagacaat tggcatggtt cgaaccggec atgggtgtet ttcgatcaaa 900
acctggatta tcaaatagga tacatctgca gtggggtttt cggtgacaac ccgegtcccg 960
aagatggaac aggcagctgt ggtccagtgt atgttgatgg agcaaacgga gtaaagggat 1020
tttcatatag gtatggtaat ggtgtttgga taggaaggac caaaagtcac agttccagac 1080
atgggtttga gatgatttgg gatcctaatg gatggacaga gactgatagt aagttctctg 1140
tgaggcaaga tgttgtggca atgactgatt ggtcagggta tagcggaagt ttcgttcaac 1200
atcctgaget gacagggcta gactgtatga ggcecgtgett ctgggttgaa ttaatcaggg 1260
gacgacctaa agaaaaaaca atctggacta gtgcgagcag catttctttt tgtggcgtga 1320
atagtgatac tgtagattgg tcttggccag acggtgctga gttgccattce agcattgaca 1380
agtagtctgt tcaaaaaact ccttgtttct act 1413

<210> SEQ ID NO 9
<211> LENGTH: 24

<212> TYPE:

DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
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<400> SEQUENCE: 9

atggaaagaa taaaagaact acga

<210> SEQ ID NO 10
<211> LENGTH: 2341

<212> TYPE:

DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide

<400> SEQUENCE: 10

agcgaaagca

tcgecagtete

aagaagtaca

gcaatgaaat

gagcaaggac

tcacctetygyg

ccaaaaatct

cctgtecatt

gcagatctca

gtgggagcca

gaactccagg

gtcegcaaaa

ttgcatttga

aatgatgatg

gtatcagcag

attaggatgg

aaggctgcaa

agaacaagcg

ttgaagataa

gccatactca

cagtcgattg

aaagcagtta

catcaacttt

gaacctatcg

gagatgtcaa

gagagggtag

ctactgtete

tcatcgtcaa

tggatcatca

tacaataaaa

tacagtgggt

accgcacaga

ggtcaattat

gcaccegega

catcaggaag

atccaattac

aaactttatg

ctgtgacatg

acaaaactta

ttagaaacca

gtgccaagga

ggatactaac

attgcaaaat

cgagattecct

ctcaaggaac

ttgatcaaag

acccactage

tagacatcct

tgggactgag

gatcatcagt

gagtgcatga

gaaaagcaac

ccgaagcaat

gaggtgatct

taagacattt

acaatgtgat

tgagaggagt

tggtgagcat

ccgaggagge

tgatgtggga

gaaactggga

tggaatttga

ttgtaagaac

taataaaact

attcaatatg

gatactcaca

acaggagaag

agcagacaag

gagtaaaatg

gtggaatagg

ttttgaaaga

agtcaaaata

ggcacaggat

atcggaatcg

ttetecttty

cccagtgget

atgctgggaa

cttgattatt

atctttattg

taagcagaac

aattagctca

caagagagag

gggatctgaa

caggagattg

aattgtggec

gaatttcgte

tcagaaggat

gggaatgatt

gagaatcagce

tgaccggtte

cagtgaaaca

gattaatggt

aactgttaaa

accatttcag

tctgttecaa

tcttecectte

gaaagaataa

aaaaccaccg

aacccagcac

aggataacgg

aatgatgceg

aatggaccaa

gtcgaaagge

cgtcggagag

gtaatcatgg

caactaacga

atggttgcat

ggtggaacaa

cagatgtata

getgetagga

gagatgtgce

ccaacagaag

teotteagtt

gaagaggtge

gagttcacaa

attcagctga

atggtatttt

aatagggcga

gcgaaagtge

gggatattge

aaaatgggtyg

ttgagagtca

cagggaacag

cctgaatcag

attcagtggt

tctttagtac

caaatgaggg

gcagcegete

aagaactaag

tggaccatat

ttaggatgaa

aaatgattcc

gatcagaccg

tgacaaatac

taaagcatgg

ttgacataaa

aagttgtttt

taaccaaaga

acatgttgga

gcagtgtgta

ctccaggagyg

acatagtgag

acagcacaca

agcaagcegt

ttggtggatt

ttacgggcaa

tggttgggag

tagtgagtgg

cacaagagga

atcagcgact

tttttcaaaa

ccgacatgac

tagatgagta

gggaccaacg

agaaactgac

tgttggtcaa

cccagaaccc

ctaaggccat

atgtgcettgyg

caccaaagca

aaatctaatg

ggccataatce

atggatgatg

tgagagaaat

agtgatggta

agttcattat

aacctttgge

tcctggteat

ccctaacgaa

gaagaaagaa

gagagaactg

cattgaagtyg

ggaagtgaag

aagagctgca

gattggtgga

ggatatatgce

cacatttaag

tcttcaaaca

aagagcaaca

gagagacgaa

ttgtatgata

gaatcctatg

ttggggagtt

tccaagcatce

ctccagcacy

aggaaatgta

aataacttac

tacctatcaa

tacaatgcta

tagaggccaa

gacatttgat

aagtagaatg

24

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920
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cagttctecct catttactgt gaatgtgagg ggatcaggaa tgagaatact tgtaaggggc 1980
aattctecctg tattcaacta caacaaggcc acgaagagac tcacagttct cggaaaggat 2040
gctggcactt taaccgaaga cccagatgaa ggcacagctg gagtggagtc cgctgttetg 2100
aggggattcc tcattctggg caaagaagac aggagatatg ggccagcatt aagcatcaat 2160
gaactgagca accttgcgaa aggagagaag gctaatgtgce taattgggca aggagacgtg 2220
gtgttggtaa tgaaacgaaa acgggactct agcatactta ctgacagcca gacagcgacce 2280
aaaagaattc ggatggccat caattagtgt cgaatagttt aaaaacgacc ttgtttctac 2340
t 2341
<210> SEQ ID NO 11
<211> LENGTH: 2341
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 11
agcgaaagca ggcaaaccat ttgaatggat gtcaatccga ccttactttt cttaaaagtg 60
ccagcacaaa atgctataag cacaactttce ccttataccyg gagaccctcece ttacagccat 120
gggacaggaa caggatacac catggatact gtcaacagga cacatcagta ctcagaaaag 180
ggaagatgga caacaaacac cgaaactgga gcaccgcaac tcaacccgat tgatgggeca 240
ctgccagaag acaatgaacc aagtggttat gcccaaacag attgtgtatt ggaagcaatg 300
getttecttyg aggaatccca tcctggtatt tttgaaaact cgtgtattga aacgatggag 360
gttgttcage aaacacgagt agacaagctg acacaaggcc gacagaccta tgactggact 420
ttaaatagaa accagcctgce tgcaacagca ttggccaaca caatagaagt gttcagatca 480
aatggcctca cggccaatga gtcaggaagg ctcatagact tcecttaagga tgtaatggag 540
tcaatgaaaa aagaagaaat ggggatcaca actcattttc agagaaagag acgggtgaga 600
gacaatatga ctaagaaaat gataacacag agaacaatag gtaaaaggaa acagagattg 660
aacaaaaggg gttatctaat tagagcattg accctgaaca caatgaccaa agatgctgag 720
agagggaagc taaaacggag agcaattgca accccaggga tgcaaataag ggggtttgta 780
tactttgttyg agacactggc aaggagtata tgtgagaaac ttgaacaatc agggttgcca 840
gttggaggca atgagaagaa agcaaagttg gcaaatgttg taaggaagat gatgaccaat 900
tctcaggaca ccgaactttce tttcaccatc actggagata acaccaaatg gaacgaaaat 960
cagaatcctc ggatgttttt ggccatgatc acatatatga ccagaaatca gcccgaatgg 1020
ttcagaaatg ttctaagtat tgctccaata atgttctcaa acaaaatggc gagactggga 1080
aaagggtata tgtttgagag caagagtatg aaacttagaa ctcaaatacc tgcagaaatg 1140
ctagcaagca ttgatttgaa atatttcaat gattcaacaa gaaagaagat tgaaaaaatc 1200
cgaccgctcet taatagaggg gactgcatca ttgagccctg gaatgatgat gggcatgttce 1260
aatatgttaa gcactgtatt aggcgtctce atcctgaatc ttggacaaaa gagatacacc 1320
aagactactt actggtggga tggtcttcaa tcctctgacg attttgctet gattgtgaat 1380
gcacccaatc atgaagggat tcaagccgga gtcgacaggt tttatcgaac ctgtaagcta 1440
cttggaatca atatgagcaa gaaaaagtct tacataaaca gaacaggtac atttgaattc 1500
acaagttttt tctatcgtta tgggtttgtt gccaatttca gcatggagct tcecccagtttt 1560
ggggtgtcetyg ggatcaacga gtcagcggac atgagtattg gagttactgt catcaaaaac 1620
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aatatgataa acaatgatct tggtccagca acagctcaaa tggcccttca gttgttcatce 1680
aaagattaca ggtacacgta ccgatgccat agaggtgaca cacaaataca aacccgaaga 1740
tcatttgaaa taaagaaact gtgggagcaa acccgttcecca aagctggact getggtctcece 1800
gacggaggcc caaatttata caacattaga aatctccaca ttcctgaagt ctgcctaaaa 1860
tgggaattga tggatgagga ttaccagggg cgtttatgca acccactgaa cccatttgtce 1920
agccataaag aaattgaatc aatgaacaat gcagtgatga tgccagcaca tggtccagcce 1980
aaaaacatgg agtatgatgc tgttgcaaca acacactcct ggatccccaa aagaaatcga 2040
tccatcttga atacaagtca aagaggagta cttgaagatg aacaaatgta ccaaaggtgc 2100
tgcaatttat ttgaaaaatt cttccccage agttcataca gaagaccagt cgggatatcc 2160
agtatggtgg aggctatggt ttccagagcc cgaattgatg cacggattga tttcgaatct 2220
ggaaggataa agaaagaaga gttcactgag atcatgaaga tctgttccac cattgaagag 2280
ctcagacggc aaaaatagtg aatttagctt gtceccttcatg aaaaaatgcce ttgtttctac 2340
t 2341
<210> SEQ ID NO 12
<211> LENGTH: 2233
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 12
agcgaaagca ggtactgatt caaaatggaa gattttgtge gacaatgett caatccgatg 60
attgtcgage ttgcggaaaa aacaatgaaa gagtatgggg aggacctgaa aatcgaaaca 120
aacaaatttg cagcaatatg cactcacttg gaagtatgct tcatgtattc agatttccac 180
ttcatcaatg agcaaggcga gtcaataatc gtagaacttyg gtgatcctaa tgcacttttg 240
aagcacagat ttgaaataat cgagggaaga gatcgcacaa tggcctggac agtagtaaac 300
agtatttgca acactacagg ggctgagaaa ccaaagtttce taccagattt gtatgattac 360
aaggaaaata gattcatcga aattggagta acaaggagag aagttcacat atactatctg 420
gaaaaggcca ataaaattaa atctgagaaa acacacatcc acattttctce gttcactggg 480
gaagaaatgyg ccacaagggc cgactacact ctcgatgaag aaagcagggc taggatcaaa 540
accaggctat tcaccataag acaagaaatg gccagcagag gcectetggga ttectttegt 600
cagtccgaga gaggagaaga gacaattgaa gaaaggtttyg aaatcacagyg aacaatgcge 660
aagcttgceg accaaagtct cccgccgaac ttetccagece ttgaaaattt tagagectat 720
gtggatggat tcgaaccgaa cggctacatt gagggcaagce tgtctcaaat gtccaaagaa 780
gtaaatgcta gaattgaacc ttttttgaaa acaacaccac gaccacttag acttccgaat 840
gggecteect gttcectcageg gtccaaattce ctgctgatgg atgccttaaa attaagcatt 900
gaggacccaa gtcatgaagg agagggaata ccgctatatg atgcaatcaa atgcatgaga 960
acattctttg gatggaagga acccaatgtt gttaaaccac acgaaaaggg aataaatcca 1020
aattatcttc tgtcatggaa gcaagtactg gcagaactgc aggacattga gaatgaggag 1080
aaaattccaa agactaaaaa tatgaaaaaa acaagtcagc taaagtgggc acttggtgag 1140
aacatggcac cagaaaaggt agactttgac gactgtaaag atgtaggtga tttgaagcaa 1200
tatgatagtg atgaaccaga attgaggtcg cttgcaagtt ggattcagaa tgagttcaac 1260
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aaggcatgcg aactgacaga ttcaagctgg atagagcttg atgagattgg agaagatgtg 1320
gctccaattyg aacacattgce aagcatgaga aggaattatt tcacatcaga ggtgtctcac 1380
tgcagagcca cagaatacat aatgaagggg gtgtacatca atactgcctt acttaatgca 1440
tcttgtgcag caatggatga tttccaatta attccaatga taagcaagtg tagaactaag 1500
gagggaaggc gaaagaccaa cttgtatggt ttcatcataa aaggaagatc ccacttaagg 1560
aatgacaccg acgtggtaaa ctttgtgagc atggagtttt ctctcactga cccaagactt 1620
gaaccacaca aatgggagaa gtactgtgtt cttgagatag gagatatgct tctaagaagt 1680
gccataggec aggtttcaag gcccatgtte ttgtatgtga ggacaaatgg aacctcaaaa 1740
attaaaatga aatggggaat ggagatgagg cgttgtctcc tccagtcact tcaacaaatt 1800
gagagtatga ttgaagctga gtcctctgtc aaagagaaag acatgaccaa agagttcttt 1860
gagaacaaat cagaaacatg gcccattgga gagtctccca aaggagtgga ggaaagttcce 1920
attgggaagg tctgcaggac tttattagca aagtcggtat ttaacagctt gtatgcatct 1980
ccacaactag aaggattttc agctgaatca agaaaactgc ttcttatcgt tcaggctcett 2040
agggacaatc tggaacctgg gacctttgat cttggggggce tatatgaagce aattgaggag 2100
tgcctaatta atgatccctg ggttttgett aatgcttett ggttcaacte cttecttaca 2160
catgcattga gttagttgtg gcagtgctac tatttgctat ccatactgtc caaaaaagta 2220
ccttgtttet act 2233
<210> SEQ ID NO 13
<211> LENGTH: 1565
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 13
agcaaaagca gggtagataa tcactcactg agtgacatca aaatcatggce gtcccaagge 60
accaaacggt cttacgaaca gatggagact gatggagaac gccagaatgce cactgaaatce 120
agagcatceg tcggaaaaat gattggtgga attggacgat tctacatcca aatgtgcaca 180
gaacttaaac tcagtgatta tgagggacgg ttgatccaaa acagcttaac aatagagaga 240
atggtgctet ctgcttttga cgaaaggaga aataaatacc tggaagaaca tcccagtgceg 300
gggaaagatc ctaagaaaac tggaggacct atatacagaa gagtaaacgg aaagtggatg 360
agagaactca tcctttatga caaagaagaa ataaggcgaa tctggcgceca agctaataat 420
ggtgacgatyg caacggctgg tctgactcac atgatgatct ggcattccaa tttgaatgat 480
gcaacttatc agaggacaag ggctcttgtt cgcaccggaa tggatcccag gatgtgetet 540
ctgatgcaag gttcaactct ccctaggagg tctggagecyg caggtgctge agtcaaagga 600
gttggaacaa tggtgatgga attggtcagg atgatcaaac gtgggatcaa tgatcggaac 660
ttetggaggyg gtgagaatgg acgaaaaaca agaattgctt atgaaagaat gtgcaacatt 720
ctcaaaggga aatttcaaac tgctgcacaa aaagcaatga tggatcaagt gagagagagc 780
cggaacccag ggaatgctga gttcgaagat ctcactttte tagcacggte tgcactcata 840
ttgagagggt cggttgctca caagtcctge ctgectgect gtgtgtatgg acctgecgta 900
gecagtgggt acgactttga aagagaggga tactctctag tcggaataga ccectttcaga 960
ctgcttcaaa acagccaagt gtacagecta atcagaccaa atgagaatcce agcacacaag 1020
agtcaactgg tgtggatggc atgccattct gccgcatttg aagatctaag agtattgagce 1080



67

US 10,513,692 B2

68
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ttcatcaaag ggacgaaggt ggtcccaaga gggaagcttt ccactagagg agttcaaatt 1140
gctteccaatg aaaatatgga gactatggaa tcaagtacac ttgaactgag aagcaggtac 1200
tgggccataa ggaccagaag tggaggaaac accaatcaac agagggcatc tgcgggccaa 1260
atcagcatac aacctacgtt ctcagtacag agaaatctcc cttttgacag aacaaccgtt 1320
atggcagcat tcactgggaa tacagagggg agaacatctg acatgaggac cgaaatcata 1380
aggatgatgg aaagtgcaag accagaagat gtgtctttcc aggggcgggg agtcttcgag 1440
ctctecggacg aaaaggcagc gagcccgatce gtgecttect ttgacatgag taatgaagga 1500
tcttatttet tcggagacaa tgcagaggag tacgacaatt aaagaaaaat acccttgttt 1560
ctact 1565
<210> SEQ ID NO 14
<211> LENGTH: 1027
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 14
agcaaaagca ggtagatatt gaaagatgag tcttctaacce gaggtcgaaa cgtacgttct 60
ctctatcate ccgtcaggcce ccctcaaage cgagatcgea cagagacttyg aagatgtett 120
tgcagggaag aacaccgatc ttgaggttct catggaatgg ctaaagacaa gaccaatcct 180
gtcacctetyg actaagggga ttttaggatt tgtgttcacg ctcaccgtge ccagtgageg 240
aggactgcag cgtagacgct ttgtccaaaa tgcccttaat gggaacgggyg atccaaataa 300
catggacaaa gcagttaaac tgtataggaa gctcaagagg gagataacat tccatgggge 360
caaagaaatc tcactcagtt attctgetgg tgcacttgec agttgtatgg gcctcatata 420
caacaggatg ggggctgtga ccactgaagt ggcatttgge ctggtatgtyg caacctgtga 480
acagattgct gactcccage atcggtctca taggcaaatyg gtgacaacaa ccaacccact 540
aatcagacat gagaacagaa tggttttagc cagcactaca gctaaggcta tggagcaaat 600
ggctggateyg agtgagcaag cagcagaggc catggaggtt gctagtcagg ctaggcaaat 660
ggtgcaageyg atgagaacca ttgggactca tcctagetce agtgctggtce tgaaaaatga 720
tcttettgaa aatttgcagg cctatcagaa acgaatgggyg gtgcagatgce aacggttcaa 780
gtgatcctet cgctattgee gcaaatatca ttgggatctt gecacttgata ttgtggatte 840
ttgatcgtet ttttttcaaa tgcatttacc gtegetttaa atacggactyg aaaggagggce 900
cttctacgga aggagtgcca aagtctatga gggaagaata tcgaaaggaa cagcagagtg 960
ctgtggatgc tgacgatggt cattttgtca gcatagagct ggagtaaaaa actaccttgt 1020
ttctact 1027
<210> SEQ ID NO 15
<211> LENGTH: 890
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 15
agcaaaagca gggtgacaaa gacataatgg atccaaacac tgtgtcaagce tttcaggtag 60
attgctttet ttggcatgtc cgcaaacgag ttgcagacca agaactaggt gatgccccat 120
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tcettgateg gettegecga gatcagaaat cectaagagg aaggggcage actcttggte 180
tggacatcga gacagccaca cgtgctggaa agcagatagt ggagcggatt ctgaaagaag 240
aatccgatga ggcacttaaa atgaccatgg cctetgtace tgegtcegegt tacctaaccyg 300
acatgactct tgaggaaatg tcaagggaat ggtccatget catacccaag cagaaagtgg 360
caggcectet ttgtatcaga atggaccagg cgatcatgga taaaaacatc atactgaaag 420
cgaacttcag tgtgattttt gaccggetgg agactctaat attgctaagyg gctttcaccg 480
aagagggagc aattgttggc gaaatttcac cattgcctte tcettcecagga catactgcetg 540
aggatgtcaa aaatgcagtt ggagtcctca tcggaggact tgaatggaat gataacacag 600
ttcgagtcete tgaaactcta cagagattcg cttggagaag cagtaatgag aatgggagac 660
ctccactcac tccaaaacag aaacgagaaa tggcgggaac aattaggtca gaagtttgaa 720
gaaataagat ggttgattga agaagtgaga cacaaactga aggtaacaga gaatagtttt 780
gagcaaataa catttatgca agccttacat ctattgettg aagtggagca agagataaga 840
actttctcat ttcagcttat ttaataataa aaaacaccct tgtttctact 890
<210> SEQ ID NO 16
<211> LENGTH: 20
<212> TYPE: DNA
<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: A synthetic oligonucleotide
<400> SEQUENCE: 16
gccacaatta ttgcttecgge 20

What is claimed is:

1. A vaccine comprising an effective amount of an isolated
stable, biologically contained multivalent influenza virus
comprising: i) 8 different segments including a PA viral
segment, a PB1 viral segment, a mutant PB2 viral segment,
a HA viral segment, a NA viral segment, a NP viral segment,
a M (M1 and M2) viral segment, and a NS (NS1 and NS2)
viral segment, ii) 8 different segments including a PA viral
segment, a PB1 viral segment, a mutant PB2 viral segment,
a HA viral segment, a NA (NA and NB) viral segment, a NP
viral segment, a M (M1 and BM2) viral segment and a NS
(NS1 and NS2) viral segment, or iii) 7 different segments
including a PA viral segment, a PB1 viral segment, a mutant
PB2 viral segment, a HEF viral segment, a NP viral segment,
a M (M1 and CM2) viral segment, and a NS (NS1 and NS2)
viral segment, wherein the amount per said biologically
contained influenza virus isolate in the vaccine is 0.1 to 200
micrograms of influenza virus hemagglutinin;

wherein the mutant PB2 viral segment includes 5' and 3'

incorporation sequences including 3' or 5' coding and
non-coding incorporation sequences flanking a heter-
ologous nucleotide sequence comprising a therapeutic
or prophylactic gene and does not include contiguous
sequences corresponding to sequences encoding a
functional PB2, and wherein the heterologous nucleo-
tide sequence encodes a heterologous protein that with
the influenza virus HA encoded by the HA viral seg-
ment provides for the multivalency.

2. The vaccine of claim 1 wherein the heterologous
protein comprises an influenza virus HA protein or an
influenza NA protein from a different strain than the HA
encoded by the HA viral segment or the NA encoded by the
NA viral segment.
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3. The vaccine of claim 1, wherein the heterologous
protein comprises a protein of a bacterium, yeast, fungus, or
a virus that is not an influenza virus.

4. The vaccine of claim 1 wherein the heterologous
protein comprises a cancer associated antigen.

5. The vaccine of claim 1, wherein the heterologous
nucleotide sequence is flanked by about 3 to about 400
nucleotides of the 5' and/or 3' PB2 coding region adjacent to
non-coding sequence.

6. A vaccine comprising an effective amount of an isolated
stable, biologically contained multivalent influenza virus
comprising: 1) 8 different segments including a PA viral
segment, a PB1 viral segment, a mutant PB2 viral segment,
a HA viral segment, a NA viral segment, a NP viral segment,
a M (M1 and M2) viral segment, and a NS (NS1 and NS2)
viral segment, ii) 8 different segments including a PA viral
segment, a PB1 viral segment, a mutant PB2 viral segment,
a HA viral segment, a NA (NA and NB) viral segment, a NP
viral segment, a M (M1 and BM2) viral segment and a NS
(NS1 and NS2) viral segment, or iii) 7 different segments
including a PA viral segment, a PB1 viral segment, a mutant
PB2 viral segment, a HEF viral segment, a NP viral segment,
aM (M1 and CM2) viral segment, and a NS (NS1 and NS2)
viral segment, wherein the amount per said biologically
contained influenza virus isolate in the vaccine is 0.1 to 200
micrograms of influenza virus hemagglutinin;

wherein the mutant PB2 viral segment includes 5' and 3'

incorporation sequences including 3' or 5' coding and
non-coding incorporation sequences flanking a heter-
ologous nucleotide sequence and does not include
contiguous sequences corresponding to sequences
encoding a functional PB2, and wherein the heterolo-
gous nucleotide sequence encodes a heterologous pro-
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tein that with the influenza virus HA encoded by the
HA viral segment provides for the multivalency,
wherein the segments for HA and NA are from a
different isolate than the PA, PB1, PB2, NP, NS, and M
segments.

7. A method to immunize a vertebrate, comprising: con-
tacting the vertebrate with the vaccine of claim 1.

8. The method of claim 7 wherein the vertebrate is an
avian or a mammal.

9. A method to prepare a biologically contained, multi-
valent 8 segment influenza A or B virus, comprising con-
tacting a host cell with one or more vectors which include
transcription cassettes for VRNA production and transcrip-
tion cassettes for mRNA production, wherein the transcrip-
tion cassettes for VRNA production are a transcription
cassette comprising a Poll promoter operably linked to an
influenza virus PA DNA in an orientation for vRNA pro-
duction linked to a Poll transcription termination sequence,
a transcription cassette comprising a Poll promoter operably
linked to an influenza virus PB1 DNA in an orientation for
VRNA production linked to a Poll transcription termination
sequence, a transcription cassette comprising a Poll pro-
moter operably linked to a mutant influenza virus PB2 DNA
in an orientation for VRNA production linked to a Poll
transcription termination sequence, a transcription cassette
comprising a Poll promoter operably linked to an influenza
virus HA DNA in an orientation for vVRNA production linked
to a Poll transcription termination sequence, a transcription
cassette comprising a Poll promoter operably linked to an
influenza virus NA DNA in an orientation for vRNA pro-
duction linked to a Poll transcription termination sequence,
a transcription cassette comprising a Poll promoter operably
linked to an influenza virus NP DNA in an orientation for
VRNA production linked to a Poll transcription termination
sequence, a transcription cassette comprising a Poll pro-
moter operably linked to an influenza virus M DNA in an
orientation for vVRNA production linked to a Poll transcrip-
tion termination sequence, and a transcription cassette com-
prising a Poll promoter operably linked to an influenza virus
NS (NS1 and NS2) DNA in an orientation for vVRNA
production linked to a Poll transcription termination
sequence, wherein the mutant PB2 DNA includes 5' and 3'
incorporation sequences including 3' or 5' coding and non-
coding incorporation sequences flanking a heterologous
nucleotide sequence comprising a therapeutic or prophylac-
tic gene and does not include contiguous sequences corre-
sponding to sequences that encode a functional PB2, and
wherein the heterologous nucleotide sequence encodes a
heterologous protein; and wherein the transcription cassettes
for mRNA production are a transcription cassette compris-
ing a Poll promoter operably linked to a DNA coding region
for influenza virus PA linked to a Poll transcription termi-
nation sequence, a transcription cassette comprising a Poll
promoter operably linked to a DNA coding region for
influenza virus PB1 linked to a Poll transcription termination
sequence, and a transcription cassette comprising a Poll
promoter operably linked to a DNA coding region for
influenza virus NP linked to a Poll transcription termination
sequence, wherein the genome of host cell is stably aug-
mented with a transcription cassette comprising a Poll
promoter operably linked to a DNA coding region for
influenza virus PB2 linked to a Poll transcription termination
sequence, and wherein the host cell does not comprise
sequences corresponding to PB2 coding sequences for
VRNA production of a wild-type PB2 segment; and isolating
the biologically contained virus from the host cell, and
wherein the heterologous nucleotide sequence encodes a
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heterologous protein that with influenza virus HA encoded
by the HA vRNA provides for the multivalency.

10. The method of claim 9 wherein the heterologous
protein comprises an influenza virus HA protein or an
influenza NA protein from a different strain than the HA
encoded by the HA viral segment or the NA encoded by the
NA viral segment.

11. The method of claim 9 wherein the heterologous
protein comprises a protein of a bacterium, yeast, fungus, or
a virus that is not an influenza virus, or comprises a cancer
associated antigen.

12. The method of claim 8 wherein the HA is a type AHA.

13. The method of claim 8 wherein the cell is a 293 cell,
a 293T cell, a DF-1 cell, a A549 cell, a Vero cell ora MDCK
cell.

14. A method to prepare a biologically contained, multi-
valent 8 segment influenza A or B virus, comprising con-
tacting a host cell with one or more vectors which include
transcription cassettes for VRNA production and transcrip-
tion cassettes for mRNA production, wherein the transcrip-
tion cassettes for VRNA production are a transcription
cassette comprising a Poll promoter operably linked to an
influenza virus PA DNA in an orientation for vRNA pro-
duction linked to a Poll transcription termination sequence,
a transcription cassette comprising a Poll promoter operably
linked to an influenza virus PB1 DNA in an orientation for
VRNA production linked to a Poll transcription termination
sequence, a transcription cassette comprising a Poll pro-
moter operably linked to a mutant influenza virus PB2 DNA
in an orientation for VRNA production linked to a Poll
transcription termination sequence, a transcription cassette
comprising a Poll promoter operably linked to an influenza
virus HA DNA in an orientation for vVRNA production linked
to a Poll transcription termination sequence, a transcription
cassette comprising a Poll promoter operably linked to an
influenza virus NA DNA in an orientation for vRNA pro-
duction linked to a Poll transcription termination sequence,
a transcription cassette comprising a Poll promoter operably
linked to an influenza virus NP DNA in an orientation for
VRNA production linked to a Poll transcription termination
sequence, a transcription cassette comprising a Poll pro-
moter operably linked to an influenza virus M DNA in an
orientation for vVRNA production linked to a Poll transcrip-
tion termination sequence, and a transcription cassette com-
prising a Poll promoter operably linked to an influenza virus
NS (NS1 and NS2) DNA in an orientation for vVRNA
production linked to a Poll transcription termination
sequence, wherein the mutant PB2 DNA includes 5' and 3'
incorporation sequences including 3' or 5' coding and non-
coding incorporation sequences flanking a heterologous
nucleotide sequence and does not include contiguous
sequences corresponding to sequences that encode a func-
tional PB2, and wherein the heterologous nucleotide
sequence encodes a heterologous protein; and wherein the
transcription cassettes for mRNA production are a transcrip-
tion cassette comprising a Poll promoter operably linked to
a DNA coding region for influenza virus PA linked to a Poll
transcription termination sequence, a transcription cassette
comprising a Poll promoter operably linked to a DNA
coding region for influenza virus PB1 linked to a Poll
transcription termination sequence, and a transcription cas-
sette comprising a Poll promoter operably linked to a DNA
coding region for influenza virus NP linked to a Poll
transcription termination sequence, wherein the genome of
host cell is stably augmented with a transcription cassette
comprising a Poll promoter operably linked to a DNA
coding region for influenza virus PB2 linked to a Poll
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transcription termination sequence, and wherein the host cell
does not comprise sequences corresponding to PB2 coding
sequences for VRNA production of a wild-type PB2 seg-
ment; and isolating the biologically contained virus from the
host cell, wherein the cell is contacted with the vector for
mRNA production of PB2 before the other vectors, and
wherein the heterologous nucleotide sequence encodes a
heterologous protein that with influenza virus HA encoded
by the HA vRNA provides for the multivalency.

15. The method of claim 14 wherein the heterologous
protein comprises an influenza virus HA protein or an
influenza NA protein from a different strain than the HA
encoded by the HA viral segment or the NA encoded by the
NA viral segment.

16. The method of claim 14 wherein the heterologous
protein comprises a protein of a bacterium, yeast, fungus, or
a virus that is not an influenza virus, or comprises a cancer
associated antigen.

17. The method of claim 14 wherein the heterologous
protein is a glycoprotein.

18. The method of claim 14 wherein the HA is a type A
HA.

19. The method of claim 14 wherein the biologically
contained virus is a 6:2 reassortant.

20. The method of claim 14 wherein the cell is a 293 cell,
a 293T cell, a DF-1 cell, a A549 cell, a Vero cell ora MDCK
cell.
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